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Supplemental Figure 1. Graphical representation of linkage disequilibrium across the class III region of the major histocompatibility complex in AIDS-NHL cases.  Pairwise linkage disequilibrium (LD) between SNPs spanning 437 kilobases across the class III region was measured using the coefficient of determination r2 in Haploview (32). The LD pattern and the haploblock structure (38) are shown for AIDS-NHL cases of American European descent (n=137) and were limited to a subset of SNPs (n=29) with a minor allele frequency ( 5% and no deviation from HWE.
