
N Column ID Gene Title Gene Symbol p-value(Post - Mean(Post - Pre)
1 214146_s_at pro-platelet basic protein (chemokine (C-X-C motif) ligand 7) PPBP 0.0137243 -1.32954
2 203804_s_at cisplatin resistance-associated overexpressed protein CROP 0.000289 -0.902667
3 204115_at guanine nucleotide binding protein (G protein), gamma 11 GNG11 0.0144144 -0.798676
4 212509_s_at matrix-remodelling associated 7 MXRA7 0.00589005 -0.737032
5 204081_at neurogranin (protein kinase C substrate, RC3) NRGN 0.018685 -0.731952
6 206390_x_at platelet factor 4 (chemokine (C-X-C motif) ligand 4) PF4 0.0465279 -0.724785
7 203680_at protein kinase, cAMP-dependent, regulatory, type II, beta PRKAR2B 0.0113111 -0.714679
8 217719_at eukaryotic translation initiation factor 3, subunit E interacting protein EIF3EIP 0.00043355 -0.649272
9 218533_s_at uridine-cytidine kinase 1-like 1 UCKL1 0.0330438 -0.645806
10 203305_at coagulation factor XIII, A1 polypeptide F13A1 0.0411163 -0.644788
11 208771_s_at leukotriene A4 hydrolase LTA4H 0.00970883 -0.641933
12 221211_s_at chromosome 21 open reading frame 7 C21orf7 0.0353199 -0.633065
13 212560_at chromosome 11 open reading frame 32 C11orf32 0.00477185 -0.630658
14 212956_at TBC1 domain family, member 9 (with GRAM domain) TBC1D9 0.0431608 -0.623672
15 222294_s_at CDNA clone IMAGE:5745639 --- 0.00514183 -0.612509
16 213326_at vesicle-associated membrane protein 1 (synaptobrevin 1) VAMP1 0.0153785 -0.595653
17 204655_at chemokine (C-C motif) ligand 5 CCL5 0.028209 -0.588821
18 209007_s_at chromosome 1 open reading frame 63 C1orf63 0.00188204 -0.587722
1 218012_at TSPY-like 2 TSPYL2 0.0321528 0.586266
2 201200_at cellular repressor of E1A-stimulated genes 1 CREG1 0.00550466 0.586829
3 221425_s_at iron-sulfur cluster assembly 1 homolog (S. cerevisiae) ISCA1 0.0425386 0.588914
4 206157_at pentraxin-related gene, rapidly induced by IL-1 beta PTX3 0.0413569 0.589506
5 210797_s_at 2'-5'-oligoadenylate synthetase-like OASL 0.0446632 0.590311
6 201422_at interferon, gamma-inducible protein 30 IFI30 0.0122109 0.598055
7 202387_at BCL2-associated athanogene BAG1 0.0454308 0.609022
8 215498_s_at mitogen-activated protein kinase kinase 3 MAP2K3 0.043661 0.611111
9 203236_s_at lectin, galactoside-binding, soluble, 9 (galectin 9) LGALS9 0.0118177 0.612041
10 208949_s_at lectin, galactoside-binding, soluble, 3 LGALS3 0.0235852 0.621121
11 215537_x_at dimethylarginine dimethylaminohydrolase 2 DDAH2 0.00889822 0.630865
12 206133_at XIAP associated factor-1 XAF1 0.0342561 0.635642
13 205237_at ficolin (collagen/fibrinogen domain containing) 1 FCN1 0.00798411 0.637
14 209762_x_at SP110 nuclear body protein SP110 0.0341445 0.637416

15 201926_s_at
CD55 molecule, decay accelerating factor for complement (Cromer blood 
group) CD55 0.0107523 0.640601

16 200648_s_at glutamate-ammonia ligase (glutamine synthetase) GLUL 0.0154607 0.641025
17 205193_at v-maf musculoaponeurotic fibrosarcoma oncogene homolog F (avian) MAFF 0.0225831 0.641148
18 211475_s_at BCL2-associated athanogene BAG1 0.045592 0.647836
19 201666_at TIMP metallopeptidase inhibitor 1 TIMP1 0.0114361 0.649703
20 219352_at hect domain and RLD 6 HERC6 0.0251154 0.652186
21 211404_s_at amyloid beta (A4) precursor-like protein 2 APLP2 0.00420374 0.656192
22 204211_x_at eukaryotic translation initiation factor 2-alpha kinase 2 EIF2AK2 0.037173 0.658811
23 214022_s_at interferon induced transmembrane protein 1 (9-27) IFITM1 0.00055348 0.672844
24 206491_s_at N-ethylmaleimide-sensitive factor attachment protein, alpha NAPA 0.0495489 0.686362
25 203751_x_at jun D proto-oncogene JUND 0.0486082 0.702378
26 33304_at interferon stimulated exonuclease gene 20kDa ISG20 0.00010616 0.704966
27 208632_at ring finger protein 10 RNF10 0.0203568 0.710826
28 214875_x_at amyloid beta (A4) precursor-like protein 2 APLP2 0.0117119 0.712714
29 213566_at ribonuclease, RNase A family, k6 RNASE6 0.0258023 0.71878
30 202386_s_at KIAA0430 KIAA0430 0.0115023 0.728394
31 202284_s_at cyclin-dependent kinase inhibitor 1A (p21, Cip1) CDKN1A 0.0359579 0.73377
32 208751_at N-ethylmaleimide-sensitive factor attachment protein, alpha NAPA 0.0104646 0.738589
33 202947_s_at glycophorin C (Gerbich blood group) GYPC 0.0254067 0.745964
34 208436_s_at interferon regulatory factor 7 IRF7 0.0161952 0.763089
35 205552_s_at 2',5'-oligoadenylate synthetase 1, 40/46kDa OAS1 0.018555 0.76759
36 201162_at insulin-like growth factor binding protein 7 IGFBP7 0.00612536 0.775867
37 209273_s_at iron-sulfur cluster assembly 1 homolog (S. cerevisiae) ISCA1 0.0186371 0.780915
38 212657_s_at interleukin 1 receptor antagonist IL1RN 0.0223097 0.789804
39 210655_s_at forkhead box O3 FOXO3 0.00877673 0.812132
40 201315_x_at interferon induced transmembrane protein 2 (1-8D) IFITM2 0.00046729 0.819519
41 40850_at FK506 binding protein 8, 38kDa FKBP8 0.0376381 0.819704
42 204132_s_at forkhead box O3 FOXO3 0.0103994 0.820866
43 206366_x_at chemokine (C motif) ligand 2 XCL2 0.0496991 0.828263
44 202974_at membrane protein, palmitoylated 1, 55kDa MPP1 0.0331886 0.832318
45 202130_at RIO kinase 3 (yeast) RIOK3 0.011938 0.849716
46 213797_at radical S-adenosyl methionine domain containing 2 RSAD2 0.0186982 0.856593
47 221932_s_at glutaredoxin 5 GLRX5 0.0462782 0.858642
48 55705_at chromosome 19 open reading frame 22 C19orf22 0.0128013 0.863221
49 201015_s_at junction plakoglobin JUP 0.00853193 0.871075
50 202201_at biliverdin reductase B (flavin reductase (NADPH)) BLVRB 0.00687922 0.871429
51 201160_s_at cold shock domain protein A CSDA 0.0304936 0.887635
52 222154_s_at viral DNA polymerase-transactivated protein 6 LOC26010 0.00121149 0.892505
53 203502_at 2,3-bisphosphoglycerate mutase BPGM 0.044352 0.901522
54 207801_s_at ring finger protein 10 RNF10 0.013213 0.904691
55 201178_at F-box protein 7 FBXO7 0.0279804 0.907685
56 202446_s_at phospholipid scramblase 1 PLSCR1 0.00402267 0.917068
57 214567_s_at chemokine (C motif) ligand 1 /// chemokine (C motif) ligand 2 XCL1 /// XCL2 0.0166379 0.924698
58 201601_x_at interferon induced transmembrane protein 1 (9-27) IFITM1 8.89E-05 0.933094
59 211546_x_at synuclein, alpha (non A4 component of amyloid precursor) SNCA 0.045635 0.942017
60 204994_at myxovirus (influenza virus) resistance 2 (mouse) MX2 0.0097706 0.959742

61 213294_at
Full-length cDNA clone CS0DK002YF13 of HeLa cells Cot 25-normalized of 
Homo sapi --- 0.00827838 0.9629

62 202340_x_at nuclear receptor subfamily 4, group A, member 1 NR4A1 0.0110007 0.964307
63 206111_at ribonuclease, RNase A family, 2 (liver, eosinophil-derived neurotoxin) RNASE2 0.00887123 0.988788
64 212430_at RNA binding motif protein 38 RBM38 0.0113313 0.992435
65 218400_at 2'-5'-oligoadenylate synthetase 3, 100kDa OAS3 0.00968682 0.997099
66 201912_s_at G1 to S phase transition 1 GSPT1 0.0301694 1.00579
67 204131_s_at forkhead box O3 FOXO3 0.0265251 1.01105
68 210395_x_at myosin, light chain 4, alkali; atrial, embryonic MYL4 0.0272531 1.01367
69 217748_at adiponectin receptor 1 ADIPOR1 0.0180477 1.01547

70 201195_s_at
solute carrier family 7 (cationic amino acid transporter, y+ system), member 
5 SLC7A5 0.00324951 1.02396
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71 221764_at chromosome 19 open reading frame 22 C19orf22 0.0379812 1.02865

72 217572_at
Transcribed locus, weakly similar to XP_001111709.1  similar to beta globin 
[Mac --- 0.00855195 1.04219

73 216565_x_at interferon induced transmembrane protein pseudogene LOC391020 0.00037369 1.05037
74 219863_at hect domain and RLD 5 HERC5 0.00294819 1.05242
75 210873_x_at apolipoprotein B mRNA editing enzyme, catalytic polypeptide-like 3A APOBEC3A 0.00859484 1.07536
76 201285_at makorin, ring finger protein, 1 MKRN1 0.0114255 1.08247
77 204187_at guanosine monophosphate reductase GMPR 0.029472 1.0959
78 201161_s_at cold shock domain protein A CSDA 0.0152193 1.11688
79 212203_x_at interferon induced transmembrane protein 3 (1-8U) IFITM3 0.0001597 1.18928
80 221748_s_at tensin 1 TNS1 0.0188447 1.20426
81 44673_at sialic acid binding Ig-like lectin 1, sialoadhesin SIGLEC1 0.00048734 1.21366
82 221479_s_at BCL2/adenovirus E1B 19kDa interacting protein 3-like BNIP3L 0.0108822 1.21449

83 202219_at solute carrier family 6 (neurotransmitter transporter, creatine), member 8 SLC6A8 0.0222675 1.24964
84 218136_s_at solute carrier family 25, member 37 SLC25A37 0.017885 1.26406
85 205660_at 2'-5'-oligoadenylate synthetase-like OASL 0.00115211 1.29764
86 207827_x_at synuclein, alpha (non A4 component of amyloid precursor) SNCA 0.0208582 1.30208
87 203153_at interferon-induced protein with tetratricopeptide repeats 1 IFIT1 0.00654798 1.30861
88 203116_s_at ferrochelatase (protoporphyria) FECH 0.0441259 1.33516
89 204972_at 2'-5'-oligoadenylate synthetase 2, 69/71kDa OAS2 0.00178432 1.40057
90 202145_at lymphocyte antigen 6 complex, locus E LY6E 0.00489014 1.42123
91 217202_s_at glutamate-ammonia ligase (glutamine synthetase) GLUL 0.00361312 1.43465
92 221920_s_at solute carrier family 25, member 37 SLC25A37 0.00517058 1.49802
93 204415_at interferon, alpha-inducible protein 6 IFI6 0.00127746 1.53927
94 212907_at solute carrier family 30 (zinc transporter), member 1 SLC30A1 0.00338279 1.547

95 202086_at
myxovirus (influenza virus) resistance 1, interferon-inducible protein p78 
(mous MX1 0.00035515 1.56271

96 214433_s_at selenium binding protein 1 SELENBP1 0.0243698 1.61176
97 205483_s_at ISG15 ubiquitin-like modifier ISG15 0.00365418 1.62692
98 200923_at lectin, galactoside-binding, soluble, 3 binding protein LGALS3BP 0.00010564 1.74982
99 219519_s_at sialic acid binding Ig-like lectin 1, sialoadhesin SIGLEC1 0.00138396 1.8583

100 216336_x_at metallothionein 1A /// metallothionein 1M /// metallothionein 1 pseudogene 2 MT1A /// MT1 0.00132438 1.8976
101 206461_x_at metallothionein 1H /// metallothionein 1 pseudogene 2 MT1H /// MT1 0.0009704 1.91368
102 214453_s_at interferon-induced protein 44 IFI44 0.00021587 1.94236
103 219672_at erythroid associated factor ERAF 0.0104699 1.9915
104 205592_at interleukin 8 IL8 0.00675229 1.9978
105 211456_x_at metallothionein 1 pseudogene 2 MT1P2 0.0003371 2.02327
106 217165_x_at metallothionein 1F MT1F 0.00057925 2.02345
107 212185_x_at metallothionein 2A MT2A 0.00042827 2.03254
108 204745_x_at metallothionein 1G MT1G 0.00158058 2.04646
109 213629_x_at metallothionein 1F MT1F 0.00025608 2.07399
110 205950_s_at carbonic anhydrase I CA1 0.00675552 2.14908
111 204466_s_at synuclein, alpha (non A4 component of amyloid precursor) SNCA 0.0140767 2.23058
112 208581_x_at metallothionein 1X MT1X 0.0009042 2.27717
113 212859_x_at metallothionein 1E MT1E 0.00070366 2.3156
114 204326_x_at metallothionein 1X MT1X 0.00109143 2.56709
115 204439_at interferon-induced protein 44-like IFI44L 0.00025503 2.66117
116 211560_s_at aminolevulinate, delta-, synthase 2 (sideroblastic/hypochromic anemia) ALAS2 0.00289969 2.92339
117 202411_at interferon, alpha-inducible protein 27 IFI27 1.97E-06 5.25733


