
Table S1. Characteristic of patients and controls. 
 

 
 
 
 
 
 
 
 
 
 

 
 
HIV+TB+: patients co-infected with HIV-1 and tuberculosis 
HIV+: patients chronically infected with HIV-1 
TB+: Patients with tuberculosis 
HC: Healthy control subjects 
 
 

 HIV+TB+
(n=96) 

HIV+
(n=192) 

TB+
(n=96) 

HC
(n=150) 

     

Sex, M/F 58/38 54/138 60/36 27/123 

Age, mean (standard deviation) 37.30 (10.70) 36.39 (9.06) 27.79 (20.18) 33.47 (13.4) 

Ethnicity, Caucasian/African 27/69 44/148 27/69 63/87 

Tuberculosis, Pulmonar/Extra 64/32 - 59/37 - 



 
 
Figure S1. Selected SNPs within inflammasome genes. 

 
 



Figure S2. Results of Linkage Disequilibrium analysis (A) and of the association study of the NLRP3 haplotype block in HIV+TB+ 

and HIV+ groups (UNADJ p < 0.05) (B).  

 
 

 
 

 

 



Table S2. Results of  the association study  in HIV+TB+ and HIV+ patients stratified  for European (Eur) and African origin (Afr). 

Unadjusted  pvalues  are  reported  according  to  different  models  of  genotypes  inheritance.  Results  are  corrected  for  sex. 

Polymorphisms that continued to be associated after Bonferroni correction are reported in bold characters. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

SNP: Single Nucleotide Polymorphim 

Eur: individuals from European origin 

Afr: individuals from African origin 

excl: SNP out of Hardy-Weinberg equilibrium and excluded from the analysis   

SNP (rs) codominant dominant recessive overdominant log-additive
 Eur Afr Eur Afr Eur Afr Eur Afr Eur Afr
rs121522 0.132 0.616 0.045 0.342 0.437 0.585 0.101 0.536 0.055 0.333 
rs26766 0.924 0.232 0.829 0.194 0.792 0.618 0.711 0.093 0.969 0.580 
rs2137722 0.617 0.299 0.534  0.530  0.436  0.662  
rs34733791 0.555 0.744 0.448  0.536  0.361  0.573  
rs11651595 0.932 0.451 0.915  0.709  0.937  0.823  
rs35829419 0.182 0.093         
rs1754558 0.491 0.075 0.411 0.972 0.666 0.030 0.236 0.139 0.708 0.248 
rs4925659 0.365 0.190 

0.120 
0.962 0.139 0.160 0.158 0.668 0.397 0.657 0.079 

rs1223946 0.358 0.203 0.107 0.332 0.477 0.708 0.046 0.155 0.576 
rs1754555 0.606 0.407 0.709 0.322 0.317 0.243 0.692 0.915 0.445 0.193 
rs227645  0.959         
rs243211 excl 0.362 excl 0.159 excl 0.543 excl 0.280 excl 0.170 
rs659365 0.037 4exp-4 0.274 9exp-5 0.011 0.246 0.965 6exp-4 0.074 4exp-4 
rs572668 0.469 0.450 0.499 0.346 0.370 0.537 0.364 0.246 0.680 0.506 
rs1143643 0.097 0.586 0.805 0.566 0.031 0.321 0.657 0.943 0.406 0.387 
rs1143634 0.354 0.034 0.170 0.029 0.589 0.529 0.199 0.010 0.158 0.113 
rs1143629 0.874 0.306 0.828 0.124 0.707 0.667 0.613 0.280 0.930 0.197 
rs3917254 0.313 0.676 0.883 0.506 0.162 0.734 0.392 0.393 0.655 0.669 
rs1162156 0.489 0.925 0.272 0.956 0.377 0.699 0.788 0.783 0.237 0.794 



Table S3. Results of  the association  study  in TB+ and HC  individuals. Unadjusted pvalues are  reported according  to different 

models of genotypes  inheritance (p<0.05 are reported in Italic). Results  in unstratified groups (ALL) are corrected  for sex and 

ethnicity. Results  in groups  stratified  for European  (EUR) and African origin  (AFR) are  corrected  for  sex. Polymorphisms  that 

continued to be associated after Bonferroni correction are reported in bold characters. 

 

 
 

SNP codominant dominant recessive over-dominant log-additive

 ALL EUR AFR ALL EUR AFR ALL EUR AFR ALL EUR AFR ALL EUR AFR 

rs12150220 0.775 0.468 0.217 0.564 0.713 0.631 0.848 0.222 0.150 0.475 0.595 0.197 0.733 0.387 0.820 

rs2670660 0.341 0.798 0.081 0.394 0.874 0.361 0.382 0.503 0.104 0.148 0.712 0.038 0.913 0.622 0.827 

rs2137722 0.475 0.262 0.691 0.414  0.852 0.442  0.433 0.336  0.711 0.519  0.989 

rs34733791 0.132 0.130 0.124 0.060 0.585 0.048 0.241 0.044 0.962 0.115 0.914 0.042 0.045 0.284 0.076 

rs11651595 0.089 0.092 0.682 0.238 0.134 0.699 0.038 0.052 0.397 0.518 0.397 0.837 0.118 0.059 0.602 

rs35829419 0.871 0.493 0.486             

rs10754558 excl excl excl excl excl excl excl excl excl excl excl excl excl excl excl 

rs4925659 0.629 0.700 0.861 0.563 0.739 0.664 0.362 0.399 0.654 0.977 0.821 0.853 0.394 0.519 0.594 

rs12239046 0.666 0.345 0.985 0.776 0.718 0.983 0.489 0.258 0.875 0.407 0.208 0.882 0.843 0.732 0.939 

rs10754555 0.642 0.839 0.347 0.453 0.763 0.448 0.717 0.572 0.316 0.347 0.916 0.191 0.694 0.596 0.882 

rs2276405 0.926 0.432 0.847             

rs2043211 0.153 0.746 0.085 0.176 0.759 0.060 0.090 0.548 0.101 0.594 0.559 0.295 0.074 0.975 0.028 

rs6509365 0.037 0.349 0.021 0.025 0.943 0.006 0.061 0.157 0.171 0.287 0.531 0.080 0.010 0.529 0.008 

rs5726680 0.132 0.574 0.258 0.085 0.353 0.171 0.212 0.560 0.268 0.133 0.403 0.245 0.064 0.326 0.136 

rs1143643 0.757 0.335 0.926 0.488 0.308 0.905 0.973 0.519 0.695 0.467 0.143 0.916 0.611 0.667 0.791 

rs1143634 0.519 0.573 0.772 0.674 0.433 0.964 0.270 0.418 0.477 0.812 0.534 0.889 0.565 0.375 0.962 

rs1143629 0.343 0.148 0.428 0.155 0.319 0.320 0.920 0.206 0.277 0.264 0.054 0.968 0.345 0.936 0.194 

rs3917254 0.666 0.939 0.628 0.600  0.452 0.401  0.421 0.843  0.704 0.460  0.355 

rs11621560 0.935 0.574 0.987 0.714 0.395 0.882 0.902 0.435 0.986 0.813 0.838 0.883 0.747 0.292 0.927 



Figure S3. Results of Linkage Disequilibrium analysis  in TB+ and HC  (A) and of  the association  study of  the CARD8 and NLRP3 

haplotypes blocks in TB+ and HC+ groups (UNADJ p<0.05) (B). 



Table S4. Results of  the association study  in TB+ and HIV+TB+ patients with pulmonary and extrapulmonary  form of disease. 

Comparisons were made between pulmonary and  extrapulmonary TB  in  the  two  cohorts  (TB+ and HIV+TB+). Unadjusted p

values are reported according to different models of genotypes inheritance (p<0.05 in Italic characters). Results are corrected for 

ethnicity and sex. Polymorphisms  that continued  to be associated after Bonferroni correction are reported  in bold characters. 

Polymorphisms out of HardyWeinberg equilibrium or with a genotyping rate <50% were excluded from the analysis. 

 codominant dominant recessive overdominant log-additive 

 TB+ HIV+TB+ TB+ HIV+TB+ TB+ HIV+TB+ TB+ HIV+TB+ TB+ HIV+TB+ 

rs12150220 excluded 

rs2670660  0.282  0.449  0.113  0.553  0.174 

rs2137722  0.089 0.755        

rs34733791 0.400 0.535 0.774  0.176  0.903  0.549  

rs11651595 excluded 

rs35829419 0.606 0.237         

rs10754558 excl 0.222 excl 0.202 excl 0.114 excl 0.981 excl 0.092 

rs4925659 0.254 0.275 0.115 0.298 0.954 0.172 0.105 0.472 0.203 0.208 

rs12239046 excl 0.828 excl 0.539 excl 0.890 excl 0.700 excl 0.632 

rs10754555 excluded 

rs2276405 0.264 0.172         

rs2043211 0.136 0.053 0.057 0.015 0.998 0.559 0.059 0.039 0.156 0.029 

rs6509365 0.025 0.014 0.009 0.126 0.896 0.004 0.018 0.687 0.066 0.012 

rs5726680 0.552 0.408  0.791  0.182  0.990  0.608 

rs1143643 0.141 0.218 0.051 0.760 0.780 0.085 0.070 0.482 0.104 0.319 

rs1143634 0.008 0.206  0.828  0.083  0.615  0.473 

rs1143629 0.114 0.192 0.592 0.276 0.070 0.306 0.074 0.071 0.532 0.878 

rs3917254 0.571 0.539 0.677 0.480 0.295 0.577 0.968 0.307 0.462 0.720 

rs11621560 excl 0.267 excl 0.232 excl 0.577 excl 0.110 excl 0.668 

 


