Supplemental Digital Content 3 – Table 3. Primer Pairs Used for Amplification of Full-Length HIV-2 Genomic DNA.
	Target region
	Amplicon
	Primers

	
	Size (bps)
	Position*
	PCR round
	Direction
	Name
	Nucleotide sequence (5’ to 3’)

	5’ LTR
	915
	31-945
	First
	Forward
	F31
	TGG AAG GGA TTT TTT ATA GTG AGA GAA GAC

	
	
	
	
	Reverse
	R5
	TCT CGC GCC CAT CTC CCA C

	
	
	
	Second
	Forward
	F31
	TGG AAG GGA TTT TTT ATA GTG AGA GAA GAC

	
	
	
	
	Reverse
	R45
	TCC TCT CGC TCC TCA CGC TG

	gag to nef genes
	9122
	899-10020
	First
	Forward
	F3
	CTA GCA GGT TGG CGC CCG AAC AGG

	
	
	
	
	Reverse
	R3
	GGC GGC GAC TAG GAG AGA TGG GA

	
	
	
	Second
	Forward
	F4
	AAA ATT AAT TAA GTG AAG GCA GTA AGG GCG GCA GGA

	
	
	
	
	Reverse
	R4
	AAA TGG CGC GCC TAC CTG CTA GTG CTG GAG AGA A

	3’LTR
	791
	9463-10252
	First
	Forward
	F45
	ATG AAG TGG GAG CAT ATG TCA G

	
	
	
	
	Reverse
	R32
	TAG GGA TTT TCC TGC TTA GGT TTC

	
	
	
	Second
	Forward
	F29
	CTC ATT TTA TAA AAG AAA AGG GGG GAC

	
	
	
	
	Reverse
	R32
	TAG GGA TTT TCC TGC TTA GGT TTC

	2LTR junction
	597
	10085-10279 and 1-402
	First
	Forward
	F46
	AGG TTC TCT CCA GCA CTA GCA GGT A

	
	
	
	
	Reverse
	R48
	CTC TCC GCA GAG CGA CTG AAT ACA

	
	
	
	Second
	Forward
	F47
	GAC TCT CAC CAG CAC TTG GCC

	
	
	
	
	Reverse
	R47
	GTT TCC TTT CTT ATG CAG CGT CAG CTA G


*Amplicon positions represent the reference SIVmac239 sequence.

Abbreviation: LTR, long terminal repeat.

