Supplemental Digital Content 4 - Table 4. HIV-2/SIV Genomic Sequences Used to Estimate tMRCAs.
	Virus
	Group
	Strain
	Sampling year
	Accession #

	HIV-2
	A
	ROD
	1985
	M15390

	
	
	FG
	1986
	J03654

	
	
	CAM2CG
	1987
	D00835

	
	
	D194
	1987
	J04542

	
	
	UC2
	1988
	U38293

	
	
	CRIK147
	1995
	DQ307022

	
	B
	D205
	1986
	X61240

	
	
	UC1
	1988
	L07625

	
	
	KR020
	2001
	AB100245

	
	G
	ABT96
	1992
	AF208027

	
	H(U)
	12034
	1996
	AY530889

	
	CRF01_AB
	7312A
	1990
	L36874

	
	
	NMC307
	2004
	AB499693

	
	
	NMC716
	2007
	AB499694

	
	
	NMC842
	2008
	AB499695

	SIVmne
	-
	MNE8
	1982
	M32741

	SIVsmm
	-
	SL92B
	1992
	AF334679


NMC307, NMC716, and NMC842 were identified in this study. The data for other strains were obtained from the HIV sequence database at Los Alamos National Laboratory. 
Abbreviation: tMRCAs, times of the most recent common ancestors.
