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[image: E:\SEVI Alignment Fig. 1 12-22.jpg] Fig. S1. Comparison of the human PAP248-286 and macaque PAP248-286 coding sequences and peptides. (A) Alignment of the coding sequences of human PAP248-286 and macaque PAP248-286. The gray color highlights the two coding sequences of PAP248-286. The nucleotide sequences that encodes the amino acid 277 of PAP248-286 are boxed in the gray frame. The red highlight was the nucleotide substitution that results in the amino acid difference between human and macaque PAP248-286. (B) Comparison of the amino acid sequences between the human and macaque PAP248-286. (C) The 3D structures of PAP248-286. The structure of human PAP248-286 (left) was download from RCSB PDB (2L3H). The structure of macaque PAP248-286 (right) was derived with the Swiss-Model structure prediction server via Expasy (www.expasy.ch) and drawn with PyMol.


[bookmark: _GoBack][image: C:\Users\tug63827\Desktop\SEVI to JAIDS 2-16\Figures\Supplemetary S2.tif]Fig. S2. Cytotoxicity analysis of SEVI or EGCG. TZM-bl cells (open bar) and macaque PBMC (solid bar) were exposed to the indicated concentrations of macaque SEVI (A) or EGCG (B) for 3 h. The cells were then washed and cultured in the fresh medium without SEVI or EGCG. The cell viability was measured at day 2 (for TZM-bl cells) or day 6 (for macaque PBMC) in culture. Data were expressed as mean ± SD of three independent experiments (*P<0.05, **P<0.01, compared with no treatment control).
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Comparison of Coding Sequences

Human - - -27561 AGTGTTCACAATTTCACTTTACCCTCCTGGGCCACTGAGGACACCATGACTAAGTTGAGAGAATTGTCAG

Indian-RM ---26255 AGTGTTCACAATTTCACTTTACCTTCCTGGGCCACTGAGGACGCCATGACCAAACTGAGAGAATTGTCAG
Chinese-RM - - - AGTGTTCACAATTTCACTTTACCTTCCTGGGCCACTGAGGACGCCATGACCAAACTGAGAGAATTGTCAG
—
Primer 1S AATTGTCCCTCCTGTCCCTCTATGGAATTCACAAGCAGANAGAGANATCTAGGCTCCARNGGEEE - - - 27693 Human
(26158-26179) AATTGTCCCTTCTGTCCCTCTATGGAATTCACAAGCAGAAAGAGAAATCTAGGCTCCAAGGGG - - - 26387 Indian-RM
AATTGTCCCTTCTGTCCCTCTATGGAATTCACAAGCAGAAAGAGAAATCTAGGCTCCAAGGGG| --- Chinese-RM
. —
PAP248-286 (coding sequence 1) Primer 1AS
(26565-26586)
aa 277
Human ---32554 GTGTCCTGGTCAATGAAATCCTCAATCACATGAAGAGAGCAACTCAG CAAGCTACAAAAAACTIEAT
Indian-RM - --31256 GTGTCCTGGTCAATGAAATCCTCAATCACATGAAGAGAGCAACTCAG CAAGCTACAAAAAACTTAT
Chinese-RM - - - GTGTCCTGGTCAATGAAATCCTCAATCACATGAAGAGAGCAACTCAG CAAGCTACAAAAAACTTAT
— i
Primer 28 CATGTATTCTGCG ---32636 Human PAP248-286 (coding sequence 2)
(30975-30996) CATGTATTCTACA ---31338 Indian-RM
CATGTATTCTACA --- Chinese-RM
—
Primer 2AS
(31422-31443)
B Comparison of Amino Acid Sequences C Comparison of 3D Structures of PAP248-286
human macaque

PAP248-286 Amino Acid Sequence Mass pl GenBank

Human

GIHKQKEKSRLQGG
VLVNEILNHMKRAT 45514 1021 AAH07460
QIPPSYKKLIMY

GIHKQKEKSRLQGG
Macaque VLVNEILNHMKRAT 4569.5 1021 AAZ82249
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