
Supplemental Table S1. Summary of SNPs studied in populations of trauma patients

	Gene
	OMIM
	Cytogenetic
Location
	SNP
	dbSNP ID
	References

	Pattern Recognition Receptors and Complexes

	TLR1
	601194
	4p14
	-7202A>G
	rs5743551
	9()


	
	
	
	742A>G
	rs4833095
	9()


	
	
	
	1804G>T
	rs5743618
	9()


	TLR2
	603028
	4q31
	-15607A>G
	rs1898830
	10


( ADDIN EN.CITE )


	
	
	
	19216T>C
	rs3804099
	10


( ADDIN EN.CITE )


	
	
	
	22215T/G
	rs7656411
	10


( ADDIN EN.CITE )


	
	
	
	p.R753Q
	rs5743708
	11


( ADDIN EN.CITE , 12)


	
	
	
	p.R753Q
	rs5743708
	11


( ADDIN EN.CITE , 12)


	
	
	
	-16934T>A
	rs4696480
	11()


	TLR4
	603030
	9q33
	-2381A>G
	rs2737190
	13


( ADDIN EN.CITE )


	
	
	
	-2242T>C
	rs10116253
	13


( ADDIN EN.CITE )


	
	
	
	-1892G>A
	rs10983755
	13


( ADDIN EN.CITE )


	
	
	
	-1837A>G
	rs1927914
	13


( ADDIN EN.CITE )


	
	
	
	-1418T>C
	rs10759932
	13


( ADDIN EN.CITE )


	
	
	
	11367G>C
	N.A.
	14


( ADDIN EN.CITE )


	
	
	
	896A>G
	rs4986790
	11


( ADDIN EN.CITE , 12, 15-19)


	
	
	
	1196T>C
	rs4986791
	11


( ADDIN EN.CITE , 12)


	TLR9
	605474
	3p21
	-1486T>C
	rs187084
	11


( ADDIN EN.CITE , 20)


	
	
	
	2848C>T
	rs352140
	20


( ADDIN EN.CITE )


	
	
	
	6577T>C
	rs352162
	20


( ADDIN EN.CITE )


	
	
	
	g.6808A>G
	rs352139
	

	
	
	
	-1237T>C
	rs5743836
	11()


	CD 14
	158120
	5q31
	-159C>T
	rs2569190
	11


( ADDIN EN.CITE , 16-19, 21-26)


	
	
	
	-1145G>A
	rs2569191
	24


( ADDIN EN.CITE , 26)


	LY96
	605243
	8q21
	-1625C>G
	rs11465996
	27


( ADDIN EN.CITE , 28)


	LBP
	151990
	20q11
	26877T>C
	rs2232618
	29


( ADDIN EN.CITE )


	MBL2
	154545
	10q21
	Codon 52
	rs5030737
	30()


	
	
	
	Codon 54
	rs1800450
	30()


	
	
	
	Codon 57
	rs1800451
	30()


	MASP2
	605102
	
	p.Y371D
	rs12711521
	30()


	
	
	
	p.D120G
	N.A.
	30()


	FCN2
	601624
	
	p.A258S
	rs7851696
	30()


	
	
	
	p.T236M
	rs17549193
	30()


	RAGE
	600214
	6p21
	-407 to -345
	63bp ins/del
	32()


	
	
	
	570G>A
	rs2070600
	32()


	
	
	
	-374T>A
	rs1800624
	32()


	
	
	
	-429T>C
	rs1800625
	32()


	NLRP3
	606416
	1q44
	-1017G>A
	rs2027432
	33()


	
	
	
	5134A>G
	rs12048215
	33()


	hGR/NR3C1
	138040
	5q31
	Bcl I C>G
	rs41423247
	34


( ADDIN EN.CITE )


	Signal Transducing Adaptor Proteins

	IRAK1
	300283
	Xq28
	1595 T>C
	rs1059703
	35()


	IRAK3
	604459
	12q14
	15SNPs
	Ht Block 1
	36


( ADDIN EN.CITE )


	Inflammatory Cytokines

	IL1A
	147760
	2q13
	-889C>T
	rs1800587
	37


( ADDIN EN.CITE )


	IL1B
	147720
	2q13
	3953C>T
	rs1143634
	38


( ADDIN EN.CITE , 45)


	
	
	
	-1470G>C
	N.A.
	37


( ADDIN EN.CITE , 39)


	
	
	
	-511T>C
	rs16944
	37-40


( ADDIN EN.CITE )


	
	
	
	-31C>T
	rs1143627
	16-18


( ADDIN EN.CITE , 37, 39)


	IL1RN
	147679
	2q13
	VNTR 
	rs315952
	40


( ADDIN EN.CITE )


	
	
	
	C>T
	rs315952C
	41


( ADDIN EN.CITE )


	IL4
	147780
	5q31
	-589T>C
	rs2243250
	37


( ADDIN EN.CITE , 42)


	IL6
	147620
	 7p15
	-174G>C
	rs1800795
	12


( ADDIN EN.CITE , 16-19, 36, 38, 43, 44, 46-48)


	
	
	
	-572G>C
	rs1800796
	37


( ADDIN EN.CITE , 46, 47)


	
	
	
	-597G>A
	rs1800797
	

	IL8
	146930
	4q13
	-251A>T
	rs4073
	49()


	IL10
	124092
	1q32
	-1082G>A
	rs1800896
	12


( ADDIN EN.CITE , 36-38, 43, 51-55)


	
	
	
	-819C>T
	rs1800871
	12


( ADDIN EN.CITE , 37, 43, 50, 52)


	
	
	
	-592C>A
	rs1800872
	12


( ADDIN EN.CITE , 37, 38, 43, 50-52)


	IL17F
	606496
	6p12
	7488T>C
	rs763780
	43


( ADDIN EN.CITE )


	IL18
	600953
	11q23
	-137G>C
	rs187238
	12


( ADDIN EN.CITE , 56)


	
	
	
	-607C>A
	rs1946518
	12


( ADDIN EN.CITE , 56)


	TNF
	191160
	6p21
	-308G>A
	rs1800629
	12


( ADDIN EN.CITE , 15-19, 21, 37, 58-62)


	
	
	
	-238G>A
	rs361525
	62()


	
	
	
	-376G>A
	rs1800750
	62()


	LTA
	153440
	6p21
	252A>G
	rs909253
	45


( ADDIN EN.CITE , 58, 60, 61, 63)


	IFNG
	147570
	12q15
	874T>A
	rs2430561
	12


( ADDIN EN.CITE , 37)


	HMGB1
	163905
	13q12
	-1514T>C
	rs1412125
	77

	
	
	
	2179C>G
	rs2249825
	57


( ADDIN EN.CITE )


	
	
	
	6850G>A
	rs1045411
	57


( ADDIN EN.CITE )


	Other Genes not belonging to the Innate Immune System

	MYLK
	600922
	3q21
	p.P21H
	rs28497577
	
 ADDIN EN.CITE 
(64)


	
	
	
	p.S147P
	rs9840993
	
 ADDIN EN.CITE 
(64)


	
	
	
	
	rs4678047
	
 ADDIN EN.CITE 
(64)


	PRDX6
	602316
	1q25
	
	43 SNPs
	
 ADDIN EN.CITE 
(65)


	HSPA1B
	603012
	6p21
	1538A>G
	N.A.
	
 ADDIN EN.CITE 
(66)


	HSPA1L
	140559
	6p21
	2437C>T
	rs2075800
	
 ADDIN EN.CITE 
(66)


	HSP90B1
	191175
	12q23
	-144C>A
	rs9472238
	67()


	SERPINE1
	173360
	7q22
	-688
	rs1799768
	
 ADDIN EN.CITE 
(18, 68)


	VEGFA
	192240
	6p21
	
	Ht Block 1
	36


( ADDIN EN.CITE )


	ANGPT2
	601922
	8p23
	127635T>A
	rs1868554
	
 ADDIN EN.CITE 
(69)


	
	
	
	135709T>C
	rs2442598
	

	mtDNA
	
	mtDNA
	T4216C
	
	
 ADDIN EN.CITE 
(70)


	MicroRNA
	
	stem-loop 37/5p +22
	G>C
	rs4919510
	71()



Supplemental Table S2. Detailed overview of association with outcome for SNPs in the TLR, CD14, IL, and TNF genes of trauma patients
	Gene
	SNP
	dbSNP ID
	Author
	Year
	Population
	N
	SIRS
	Sepsis
	Septic Shock
	MODS
	Mortality
	References

	TLR1
	-7202A>G
	rs5743551
	Thompson
	2013
	Whites
	1498
	-
	+
	+
	+
	↑ G allele
	9()


	
	742A>G
	rs4833095
	Thompson
	2013
	Whites
	1498
	-
	+
	+
	+
	↑ G allele
	9()


	
	1804G>T
	rs5743618
	Thompson
	2013
	Whites
	1498
	-
	+
	+
	+
	↑ T allele
	9()


	TLR2
	-15607A>G
	rs1898830
	Chen
	2011
	Han Chinese
	410
	-
	+
	+
	+
	-
	10


( ADDIN EN.CITE )


	
	19216T>C
	rs3804099
	Chen
	2011
	Han Chinese
	410
	-
	↑ C allele
	-
	↑ C allele
	-
	10


( ADDIN EN.CITE )


	
	22215T/G
	rs7656411
	Chen
	2011
	Han Chinese
	410
	-
	+
	-
	+
	-
	10


( ADDIN EN.CITE )


	
	p.R753Q
	rs5743708
	Bronkhorst
	2013
	Mixed Ethnic
	219
	+
	+
	+
	+
	+
	11()


	
	
	rs5743708
	McDaniel
	2007
	Mixed Ethnic
	68
	-
	↑ AG
	-
	-
	-
	12


( ADDIN EN.CITE )


	
	-16934T>A
	rs4696480
	Bronkhorst
	2013
	Mixed Ethnic
	219
	↑ AA
	+
	+
	+
	+
	11()


	TLR4
	-2381A>G
	rs2737190
	Chen
	2010
	Han Chinese
	303
	-
	+
	-
	+
	-
	13


( ADDIN EN.CITE )


	
	-2242T>C
	rs10116253
	Chen
	2010
	Han Chinese
	303
	-
	↑ C allele
	-
	↑ C allele
	-
	13


( ADDIN EN.CITE )


	
	-1892G>A
	rs10983755
	Chen
	2010
	Han Chinese
	303
	-
	+
	-
	+
	-
	13


( ADDIN EN.CITE )


	
	-1837A>G
	rs1927914
	Chen
	2010
	Han Chinese
	303
	-
	+
	-
	+
	-
	13


( ADDIN EN.CITE )


	
	-1418T>C
	rs10759932
	Chen
	2010
	Han Chinese
	303
	-
	+
	-
	+
	-
	13


( ADDIN EN.CITE )


	
	11367G>C
	N.A.
	Duan
	2009
	Han Chinese
	132
	-
	↓ C allele
	-
	↓ C allele
	-
	14


( ADDIN EN.CITE )


	
	896A>G
	rs4986790
	Bronkhorst
	2013
	Mixed Ethnic
	219
	+
	+
	+
	+
	+
	11()


	
	
	
	McDaniel
	2007
	Mixed Ethnic
	68
	-
	+
	-
	-
	-
	12


( ADDIN EN.CITE )


	
	
	
	Shalhub
	2009
	Whites
	598
	+
	↓ A allele
	+
	+
	+
	15


( ADDIN EN.CITE )


	
	
	
	Barber
	2004
	Mixed Ethnic
	159
	-
	+
	↑ G allele
	-
	-
	16


( ADDIN EN.CITE )


	
	
	
	Barber
	2006
	Mixed Ethnic
	228
	
	+
	↑ G allele
	
	
	17()


	
	
	
	Barber
	2008
	Mixed Ethnic
	149
	-
	+
	+
	+
	+
	18


( ADDIN EN.CITE )


	
	
	
	Shalhub
	2009
	Mixed Ethnic
	69
	-
	+
	+
	+
	+
	19


( ADDIN EN.CITE )


	
	1196T>C
	rs4986791
	Bronkhorst
	2013
	Mixed Ethnic
	219
	+
	+
	+
	+
	+
	11()


	
	
	
	McDaniel
	2007
	Mixed Ethnic
	68
	-
	+
	-
	-
	-
	12


( ADDIN EN.CITE )


	TLR9
	-1486T>C
	rs187084
	Bronkhorst
	2013
	Mixed Ethnic
	219
	+
	+
	+
	+
	+
	11()


	
	
	
	Chen
	2011
	Han Chinese
	557
	-
	↑ G allele
	+
	+
	-
	20


( ADDIN EN.CITE )


	
	2848C>T
	rs352140
	Chen
	2011
	Han Chinese
	557
	-
	+
	+
	+
	-
	20


( ADDIN EN.CITE )


	
	6577T>C
	rs352162
	Chen
	2011
	Han Chinese
	557
	-
	↑ C allele
	+
	+
	-
	20


( ADDIN EN.CITE )


	
	g.6808A>G
	rs352139
	Chen
	2011
	Han Chinese
	557
	-
	↑ G allele
	+
	+
	-
	20


( ADDIN EN.CITE )


	
	-1237T>C
	rs5743836
	Bronkhorst
	2013
	Mixed Ethnic
	219
	+
	+
	+
	+
	+
	11()


	CD 14
	-159C>T
	rs2569190
	Bronkhorst
	2013
	Mixed Ethnic
	219
	+
	+
	+
	+
	+
	11()


	
	
	
	Barber
	2004
	Mixed Ethnic
	159
	-
	+
	+
	-
	-
	16


( ADDIN EN.CITE )


	
	
	
	Barber
	2006
	Mixed Ethnic
	228
	-
	+
	↑ C allele
	-
	-
	17()


	
	
	
	Barber
	2008
	Mixed Ethnic
	149
	-
	+
	+
	+
	↑ C allele
	18


( ADDIN EN.CITE )


	
	
	
	Shalhub
	2009
	Mixed Ethnic
	69
	-
	+
	+
	+
	+
	19


( ADDIN EN.CITE )


	
	
	
	Barber
	2007
	Mixed Ethnic
	223
	-
	+
	+
	+
	↑ C allele
	21()


	
	
	
	Dong
	2010
	Chinese
	35
	-
	↑ T allele
	+
	-
	-
	22


( ADDIN EN.CITE )


	
	
	
	Dong
	2009
	Chinese
	77
	-
	↑ T allele
	-
	↑ T allele
	-
	23


( ADDIN EN.CITE )


	
	
	
	Gu
	2010
	Han Chinese
	105
	-
	↑ T allele
	-
	↑ T allele
	-
	24


( ADDIN EN.CITE )


	
	
	
	Heesen
	2010
	Unknown
	58
	-
	+
	+
	+
	+
	25


( ADDIN EN.CITE )


	
	
	
	Liu
	2011
	Chinese
	106
	-
	-
	-
	↑ T allele
	-
	26()


	
	-1145G>A
	rs2569191
	Gu
	2010
	Han Chinese
	105
	-
	↑ G allele
	-
	↑ G allele
	-
	26()


	
	
	
	Liu
	2011
	Chinese
	106
	-
	+
	-
	↑ G allele
	-
	24


( ADDIN EN.CITE )


	IL1A
	-889C>T
	rs1800587
	Gu
	2010
	Han Chinese
	308
	-
	↑ T allele
	-
	↑ C allele
	-
	37


( ADDIN EN.CITE )


	IL1B
	3953C>T
	rs1143634
	Schroeder
	2008
	Caucasian
	100
	-
	-
	-
	-
	+
	38


( ADDIN EN.CITE )


	
	
	
	Hildebrand
	2005
	Unknown
	97
	+
	+
	+
	+
	+
	45()


	
	-1470G>C
	N.A.
	Gu
	2010
	Han Chinese
	308
	-
	↑ G allele
	-
	+
	-
	37


( ADDIN EN.CITE )


	
	
	
	Wen
	2010
	Han Chinese
	238
	_
	↑ G allele
	+
	+
	-
	39()


	
	-511T>C
	rs16944
	Gu
	2010
	Han Chinese
	308
	-
	↑ C allele
	-
	+
	-
	37


( ADDIN EN.CITE )


	
	
	
	Schroeder
	2008
	Caucasian
	100
	-
	-
	-
	-
	+
	38


( ADDIN EN.CITE )


	
	
	
	Wen
	2010
	Han Chinese
	238
	_
	↑ C allele
	+
	+
	-
	39()


	
	
	
	Hadjigeorgiou
	2005
	Greek
	183
	-
	-
	-
	-
	-
	40


( ADDIN EN.CITE )


	
	-31C>T
	rs1143627
	Barber
	2004
	Mixed Ethnic
	159
	-
	+
	+
	-
	-
	16


( ADDIN EN.CITE )


	
	
	
	Barber
	2006
	Mixed Ethnic
	228
	-
	+
	+
	-
	-
	17()


	
	
	
	Barber
	2008
	Mixed Ethnic
	149
	-
	+
	+
	+
	+
	18


( ADDIN EN.CITE )


	
	
	
	Gu
	2010
	Han Chinese
	308
	-
	↑ T allele
	-
	+
	-
	37


( ADDIN EN.CITE )


	
	
	
	Wen
	2010
	Han Chinese
	238
	_
	↑ T allele
	+
	+
	-
	39()


	IL1RN
	VNTR 
	rs315952
	Hadjigeorgiou
	2005
	Greek
	183
	-
	-
	-
	-
	-
	40


( ADDIN EN.CITE )


	
	C>T
	rs315952C
	Meyer
	2013
	European
	778
	-
	+
	+
	-
	+
	41


( ADDIN EN.CITE )


	IL4
	-589T>C
	rs2243250
	Gu
	2010
	Han Chinese
	308
	-
	↑ C allele
	-
	+
	-
	37


( ADDIN EN.CITE )


	
	
	
	Gu
	2011
	Han Chinese
	308
	-
	↑ C allele
	-
	-
	-
	42


( ADDIN EN.CITE )


	IL6
	-174G>C
	rs1800795
	McDaniel
	2007
	Mixed Ethnic
	68
	-
	+
	-
	-
	-
	12


( ADDIN EN.CITE )


	
	
	
	Barber
	2004
	Mixed Ethnic
	159
	-
	+
	+
	-
	-
	16


( ADDIN EN.CITE )


	
	
	
	Barber
	2006
	Mixed Ethnic
	228
	-
	+
	+
	-
	+
	17()


	
	
	
	Barber
	2008
	Mixed Ethnic
	149
	-
	+
	+
	+
	+
	18


( ADDIN EN.CITE )


	
	
	
	Shalhub
	2009
	Mixed Ethnic
	69
	-
	+
	+
	+
	+
	19


( ADDIN EN.CITE )


	
	
	
	Meyer
	2012
	Mixed Ethnic
	474
	-
	-
	-
	+
	+
	36


( ADDIN EN.CITE )


	
	
	
	Schroeder
	2008
	Caucasian
	119
	-
	-
	-
	-
	+
	38


( ADDIN EN.CITE )


	
	
	
	Accardo
	2012
	Unknown
	71
	-
	+
	+
	+
	+
	43


( ADDIN EN.CITE )


	
	
	
	Heesen
	2002
	Caucasian
	57
	-
	+
	+
	+
	-
	44()


	
	
	
	Gu
	2008
	Han Chinese
	105
	-
	-
	-
	+
	-
	46()


	
	
	
	Jeremic
	2014
	Unknown
	47
	-
	+
	+
	+
	+
	47


( ADDIN EN.CITE )


	
	
	
	Dalla Libera
	2011
	Unknown
	77
	-
	-
	-
	+
	↓ G allele
	48


( ADDIN EN.CITE )


	
	-572G>C
	rs1800796
	Gu
	2010
	Han Chinese
	308
	-
	↑ C allele
	-
	+
	-
	37


( ADDIN EN.CITE )


	
	
	
	Gu
	2008
	Han Chinese
	105
	-
	↓ G allele
	-
	+
	-
	46()


	
	
	
	Jeremic
	2014
	Unknown
	47
	-
	+
	+
	+
	+
	47


( ADDIN EN.CITE )


	
	-597G>A
	rs1800797
	Gu
	2008
	Han Chinese
	105
	-
	-
	-
	-
	-
	46()


	IL8
	-251A>T
	rs4073
	Hildebrand
	2007
	Unknown
	97
	-
	+
	+
	+
	+
	49()


	IL10
	-1082G>A
	rs1800896
	McDaniel
	2007
	Mixed Ethnic
	68
	-
	↑ G allele
	-
	-
	-
	12


( ADDIN EN.CITE )


	
	
	
	Meyer
	2012
	Mixed Ethnic
	474
	-
	-
	-
	+
	+
	36


( ADDIN EN.CITE )


	
	
	
	Gu
	2010
	Han Chinese
	308
	-
	+
	-
	+
	-
	37


( ADDIN EN.CITE )


	
	
	
	Schroeder
	2008
	Caucasian
	100
	-
	-
	-
	-
	+
	38


( ADDIN EN.CITE )


	
	
	
	Accardo
	2012
	Unknown
	71
	-
	↑ G allele
	+
	+
	+
	43


( ADDIN EN.CITE )


	
	
	
	Schröder
	2004
	Unknown
	119
	-
	+
	-
	+
	+
	51()


	
	
	
	Zeng
	2009
	Han Chinese
	308
	-
	↑ A allele
	+
	+
	+
	52


( ADDIN EN.CITE )


	
	
	
	Gong
	2006
	Caucasian
	211
	-
	-
	-
	-
	↓ G allele
	53


( ADDIN EN.CITE )



	
	
	
	Jin
	2012
	Chinese
	29
	-
	-
	-
	-
	↓ G allele
	54


( ADDIN EN.CITE )


	
	-819C>T
	rs1800871
	McDaniel
	2007
	Mixed Ethnic
	68
	-
	+
	-
	-
	-
	12


( ADDIN EN.CITE )


	
	
	
	Gu
	2010
	Han Chinese
	308
	-
	↑ T allele
	-
	+
	-
	37


( ADDIN EN.CITE )


	
	
	
	Accardo
	2012
	Unknown
	71
	-
	-
	+
	+
	+
	43


( ADDIN EN.CITE )


	
	
	
	Huebinger
	2010
	Mixed Ethnic
	265
	-
	+
	-
	+
	↓ T allele
	50


( ADDIN EN.CITE )


	
	
	
	Zeng
	2009
	Han Chinese
	308
	-
	+
	+
	+
	+
	52


( ADDIN EN.CITE )


	
	-592C>A
	rs1800872
	McDaniel
	2007
	Mixed Ethnic
	68
	-
	+
	-
	-
	-
	12


( ADDIN EN.CITE )


	
	
	
	Gu
	2010
	Han Chinese
	308
	-
	+
	-
	+
	-
	37


( ADDIN EN.CITE )


	
	
	
	Schroeder
	2008
	Caucasian
	100
	-
	+
	-
	-
	+
	38


( ADDIN EN.CITE )


	
	
	
	Accardo
	2012
	Unknown
	71
	-
	-
	+
	+
	+
	43


( ADDIN EN.CITE )


	
	
	
	Huebinger
	2010
	Mixed Ethnic
	265
	-
	+
	-
	+
	↓ A allele
	50


( ADDIN EN.CITE )


	
	
	
	Schröder
	2004
	Unknown
	119
	-
	+
	-
	↑ AC
	+
	51()


	
	
	
	Zeng
	2009
	Han Chinese
	308
	-
	+
	+
	+
	+
	52


( ADDIN EN.CITE )


	IL17F
	7488T>C
	rs763780
	Accardo
	2012
	Unknown
	71
	-
	-
	+
	+
	+
	43


( ADDIN EN.CITE )


	IL18
	-137G>C
	rs187238
	McDaniel
	2007
	Mixed Ethnic
	68
	-
	+
	-
	-
	-
	12


( ADDIN EN.CITE )


	
	
	
	Stassen
	2003
	Mixed Ethnic
	66
	-
	+
	+
	+
	+
	56()


	
	-607C>A
	rs1946518
	McDaniel
	2007
	Mixed Ethnic
	68
	-
	+
	-
	-
	-
	12


( ADDIN EN.CITE )


	
	
	
	Stassen
	2003
	Mixed Ethnic
	66
	-
	+
	+
	+
	+
	56()


	TNF
	-308G>A
	rs1800629
	McDaniel
	2007
	Mixed Ethnic
	68
	-
	+
	-
	-
	-
	12


( ADDIN EN.CITE )


	
	
	
	Barber
	2004
	Mixed Ethnic
	159
	-
	↑ A allele
	+
	-
	-
	16


( ADDIN EN.CITE )


	
	
	
	Barber
	2006
	Mixed Ethnic
	228
	-
	↑ A allele
	+
	-
	+
	17()


	
	
	
	Barber
	2008
	Mixed Ethnic
	149
	-
	+
	+
	+
	+
	18


( ADDIN EN.CITE )


	
	
	
	Shalhub
	2009
	Mixed Ethnic
	69
	-
	↑ A allele
	+
	+
	+
	19


( ADDIN EN.CITE )


	
	
	
	Shalhub
	2009
	Mixed Ethnic
	598
	-
	+
	+
	+
	+
	15


( ADDIN EN.CITE )


	
	
	
	Barber
	2007
	Mixed Ethnic
	223
	-
	+
	+
	+
	+
	21()


	
	
	
	Gu
	2010
	Han Chinese
	308
	-
	↑ A allele
	-
	+
	-
	37


( ADDIN EN.CITE )


	
	
	
	Duan
	2011
	Han Chinese
	306
	-
	↑ A allele
	+
	+
	+
	58


( ADDIN EN.CITE )


	
	
	
	Gill
	2008
	Unknown
	59
	-
	-
	-
	-
	-
	59()


	
	
	
	Majetschak
	2002
	Unknown
	70
	-
	+
	+
	-
	+
	60


( ADDIN EN.CITE )


	
	
	
	Menges
	2008
	Unknown
	159
	-
	↑ A allele
	+
	+
	↑ A allele
	61


( ADDIN EN.CITE )


	
	
	
	O’Keefe
	2002
	Unknown
	152
	-
	↑ A allele
	+
	+
	↑ A allele
	62()


	
	-238G>A
	rs361525
	O’Keefe
	2002
	Unknown
	152
	-
	+
	+
	+
	+
	62()


	
	-376G>A
	rs1800750
	O’Keefe
	2002
	Unknown
	152
	-
	+
	+
	+
	+
	62()



+: 
outcome parameter was studied

-: 
outcome parameter was not studied

↑↓: 
genotype was positively/negatively associated with outcome parameter
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