	TABLE, SUPPLEMENTAL DIGITAL CONTENT 5.  Correlations between severe sepsis patients and healthy controls

Severe sepsis

(n=24)

Controls

(n=12)

p

sRAGE (pg/ml)

627 [473-1163]

454 [396-589]

0.042
esRAGE (pg/ml)
227 [158-249]

242 [193-261]

0.275
subtracted sRAGE (pg/ml)
392 [256-796]

232 [141-364]

0.012
subtracted sRAGE/sRAGE

0.68 [0.58-0.76]

0.51 [0.37-0.62]

0.002
HMGB1 (ng/ml)

12.9 [6.1-17.2]

2.3 [1.7-2.6]

p < 0.001

AGEs (µg/ml)

2.01 [1.37-6.66]

2.90 [2.24-3.87]

0.801
MMP-9 (ng/ml)

101 [63-193]

20.6 [15.1-28.2]

p < 0.001

ADAM10 (ng/ml)

6.87 [6.17-7.15]

5.97 [3.67-9.96]

0.097


	  Data are expressed as group number or median [interquartile range].

	  sRAGE, soluble receptors for advanced glycation end products (i.e., total soluble RAGE); esRAGE, endogenous secreted form of RAGE; subtracted sRAGE (sRAGE – esRAGE) (i.e., cleaved-type soluble RAGE); HMGB1, high-mobility group box 1; AGEs, advanced glycation end products; MMP-9, matrix metalloproteinase-9; ADAM10, a disintegrin and metalloproteinase 10.


