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Genotyping analyses. 
(A) Polymorphisms in ACE, AGT and AGTR1 genes analysed in this study
	Gene (gene map locus)
	 Polymorphism
	Nucleotide change
	Frequency in Caucasians
	    Function

	ACE (17q23)
	rs4646994
	289 bp IN/DEL
	IN  0.46
	(289BP ALU)/-

	ACE (17q23)
	rs4267385
	C/T
	C allele 0.42
	Intronic, tagging

	ACE (17q23)
	rs4611524
	C/T
	T allele  0.40
	Intronic, tagging

	ACE (17q23)
	rs4968591
	C/T
	C allele  0.40
	Intronic, tagging

	AGTR1(3q21-q25)
	rs5186
	C/A
	C allele  0.25
	3`UTR

	AGT (1q42-q43)
	rs699
	A/G
	G allele  0.43
	M268T (Russ et al.,1993) j


Nomenclature from NCBI refSNP cluster report (http://www.ncbi.nlm.nih.gov/SNP)

j Russ et al, 1993(68) named the AGT polymorphism M235T 

(B) Minor allele frequencies (MAF) for the six variants in all patients (n=47) genotyped in our study.
	GENE
	ACE IN/DEL
	ACE
	ACE
	ACE
	AGTR1
	AGT

	Polymorphism
	rs4646994

I/D
	rs4267385 

T/C
	rs4611524

C/T
	rs4968591

T/C
	rs5186 

A/C
	rs699

A/G

	MAF in this study
	D 0.49


	C 0.49
	T 0.48
	C 0.36
	C 0.28
	G 0.45

	MAF in databases
	I 0.36
	C 0.42
	T 0.40
	C 0.40
	C 0.25
	G 0.43


