Table S1: SNPs associated with immunosuppressive therapy (R = number of recipients, * = pediatric patients included 2 = these SNPs are in

strong linkage disequilibrium, r? = 1 in Europeans)

Gene rsiD R Phenotype P value Reference Article

ABCB1 rs1045642 41  Cyclosporin levels <0.05 a Jordan De Luna 2011
ABCB1 rs1128503 41  Cyclosporin levels <0.05 1 Jordan De Luna 2011
ABCB1 rs2032582 41  Cyclosporin levels <0.05 1 Jordan De Luna 2011
ABCB1 rs22350132 41  Cyclosporin levels up to 4 months <0.01 1 Jordan De Luna 2011
ABCB1 rs22350332 41  Cyclosporin levels up to 4 months <0.01 1 Jordan De Luna 2011
ABCB1 C3435T 70  Steroid dependency at year 1 0.021 2 Zheng 2004 *

ABCB1 C3435T 69  Steroid weaning 0.04 g Zheng 2002 *

ABCB1 C3435T 65  Tacrolimus blood level / dose 6 months 0.028 4 Zheng 2003 *
ABCB1 C3435T 65  Tacrolimus blood level / dose 12 months 0.033 & Zheng 2003 *
ABCB1 G2677T 65  Tacrolimus blood level / dose 6 months 0.017 4 Zheng 2003 *
ABCB1 G2677T 65  Tacrolimus blood level / dose 12 months 0.014 & Zheng 2003 *
CYP3A4/CYP3A5 rs35599367/rs776746 76  Tacrolimus dose-adjusted through concentration 0.001 5 Deiniger 2016
CYP3A5 rs776746 76  Tacrolimus dose-adjusted through concentration <0.001 2 Deiniger 2016
CYP3A5 rs776746 65  Tacrolimus blood level / dose 3 months 0.014 4 Zheng 2003 *
CYP3A5 rs776746 65  Tacrolimus blood level / dose 6 months 0.017 & Zheng 2003 *
CYP3A5 rs776746 65  Tacrolimus blood level / dose 12 months 0.015 4 Zheng 2003 *
CYP3A5 rs776746 15  Tacrolimus dose <0.05 & Kniepeiss 2011
CYP3A5 rs776746 65  Tacrolimus dose 12 months <0.01 7 Diaz-Molina 2012 *
CYP3A5 rs776746 65  Tacrolimus normalized dose 6 months 0.045 v Diaz-Molina 2012 *
CYP3A5 rs776746 65  Tacrolimus normalized dose 12 months 0.005 7 Diaz-Molina 2012 *
CYP3A5 rs776746 65  Tacrolimus clearance 0.0003 g Uno 2018

CYP3A5 rs776746 65  Dose/weight to reach tacrolimus trough concentration 0.0002 8 Uno 2018

UGT2B7 rs73823859 32  Mycophenolic acid pharmacogenetics 0.0221 g Ting 2010




Gene rsiD R Phenotype P value Reference Article

UGT2B7 rs7439366 32  Mycophenolic acid pharmacogenetics 0.0065 o Ting 2010
TPMT rs1142345/rs1800460 30  Azathioprine-induced myelosuppression <0.05 o Sebbag 2000




Table S2: SNPs associated with rejection and survival (R = Recipient, D = Donor, C= Control (n), * = pediatric patients included)

Gene rsiD R D C Phenotype Pvalue Reference Article
Acute rejection
ABCB1 G2677 170 O 0 Acute rejection (> grade 2R) 0.048 1 Barnard 2006
ABCB1 C3435T 170 O 0 Acute rejection (> grade 2R) 0.034 e Barnard 2006
ABCB1 G2677/C3435T 170 O 0 Acute rejection (> grade 2R) 0.022 1 Barnard 2006
ABCB1 rs2066844 60 O 0 Gratft rejection 0.05 12 Sanchez-Lazaro 2015
CCR5/RANTES E/-403A 158 0 0 Acute rejection (> grade 2R) 4-12 months posttransplant 0.002 13 Simeoni 2005
CX3CR1/CCR5 249I/No-E 158 0 0 Acute rejection (> grade 2R) 0-3 months posttransplant 0.001 i Simeoni 2005
IL2 (CA)m(CT)n repeat in 3'-flanking 290 0 101 Acute rejection (> grade 2R) 0.02 14 Holweg 2002
region
IL4 ILA?—SQO 70 61 36 Acute rejection (> grade 2R), donor SNP 0.034 1 Bijlsma 2002
IL4 IL4 -590 70 61 36  Acute rejection (> grade 2R), donor and recipient SNP 0.027 15 Bijlsma 2002
IL6 rs1800795 116 O 519 Acute rejection 0.035 oc Densem 2005
IL10 rs1800896 93 29 O Acute rejection (> grade 1R) 0.011 1 Awad 2001*
IL10 rs1800896 65 O 77  Acute rejection <0.01 = McDaniel 2004
TGFB1 rs1800471 109 O 0 Acute rejection (resulting in treatment or treatment changes)  <0.01 19 Benza 2009
TNFA rs1800629 90 61 O Acute rejection (> grade 2R) 0.03 ey Bruggink 2008
TNFA/IL10 rs1800629/rs1800896 115 0 0 Acute rejection <0.005 2t Turner 1997
TNFB rs70990257 62 O 0 Acute rejection (>grade 2R) 0.027 g2 Abdallah 1999
UGT2B7 rs73823859 32 0 0 Acute rejection (> grade 0) 0.020 ° Ting 2010
UGT2B7 rs7668282 32 0 0 Acute rejection (> grade 0) 0.0001 g Ting 2010
Chronic rejection
ACE rs1799752/rs4340/rs13447447/ 146 O 0 Transplant associated coronary artery disease 0.015 z Pethig 2000
rs4646994
ACE rs1799752/rs4340/rs13447447/ 80 80 O Transplant associated coronary artery disease <0.01 24 Cunningham 1998
rs4646995
CD16 rs396991 103 O 0 Cardiac allograft vasculopathy 0.0317 = Paul 2017




Gene rsiD R Phenotype P value Reference Article

CTGF rs6918698 72 0 0 Cardiac allograft vasculopathy (CAG, IVUS) 0.014 26 Pantou 2012

HMOX1 (GT)n repeats in gene promotor 344 O 0 Time to cardiac allograft vasculopathy 0.0316 21 Freystaetter 2017 *

ICAM1 rs5498 82 96 101 Transplant associated coronary artery disease (CAD donor 0.042 28 Borozdenkova 2001
vs non-CAD donor)

ICAM1 rs5498 82 96 101 Transplant associated coronary artery disease (non-CAD 0.04 A Borozdenkova 2001
donor vs controls)

ILARN rs71941886 128 0 0 Graft loss due to histologically confirmed chronic rejection 0.025 29 Vamvakopoulos 2001

IL6 rs1800795 116 O 519 Coronary vasculopathy 0.014 ce Densem 2005

IL6 rs1800795 116 O 519 Time to coronary vasculopathy 0.035 16 Densem 2005

ATP6 rs9645429 450 248 206 Cardiac allograft vasculopathy 0.042 =0 Gallardo 2012

PDGFB rs1800818 70 0 0 Cardiac allograft vasculopathy (CAG) 0.026 81 Tambur 2006

TGFB1 rs1800471 175 0 0 Cardiac allograft vasculopathy 0.001 S Aziz 2000

TGFB1 rs1800471 111 O 0 Coronary artery disease 0.03 83 Di Filippo 2006*

TGFB1 rs1800471 129 0 0 Coronary vasculopathy 00361 &= Densem 2000

TGFB1 rs1800471 147 134 O Transplant associated coronary artery disease 0.03 85 Densem 2004

TGFB1 rs1800470 236 213 O Accelerated graft vascular disease 0.03 EE Holweg 2001

TNFA/TNFB rs1800629/rs909253 70 0 0 Freedom from CAV at 3 years 0.043 87 Ternstrom 2005

VEGF rs1570360 70 O 0 Cardiac allograft vasculopathy 0.027 i Tambur 2006

VEGF rs699947 70 0 0 Cardiac allograft vasculopathy 0.01 81 Tambur 2006

Other types of rejections

CFP rs1048118 46 0 Antibody mediated rejection 0.02 38 Marron-Lifiares 2017

MBL2 rs1800450 46 0 Antibody mediated rejection 0.03 SS Marron-Lifiares 2017

IL4AR rs1805010 0 28 Antibody mediated rejection 0.002 89 Marrén-Lifiares 2018

TGFB1 rs1800471 111 O All rejection (chronic and acute) 0.026 & Di Filippo 2006 *

ACE rs1799752 532 0 Rejection with hemodynamic compromise 0.02 40 Girnita 2011 *

FAS rs1800682 532 0 Rejection with hemodynamic compromise 0.002 e Girnita 2011 *

IL10 rs1800896 532 0 Rejection with hemodynamic compromise 0.031 40 Girnita 2011 *




Gene rsiD R D Phenotype P value Reference Article

Survival

AMPD1 rs17602729 190 262 1-year survival, all cause <0.001 41 Taegtmeyer 2009
AMPD1 rs17602729 190 262 1-year survival, death due to early graft dysfunction 0.0001 &l Taegtmeyer 2009
CCR5 rs333 178 178 Survival after cardiac transplantation (nonischemic condition) 0.0014 42 Fildes 2005
TNFA rs1800629 119 0 Death due to rejection <0.0001 “3 Azzawi 2001
TNFA/TNFB rs1800629/rs909253 70 0 Survival during follow-up 0.006 87 Ternstrom 2005
TNFA/TNFB rs1800629/rs909253 70 O Survival at 3 years posttransplantation 0.003 & Ternstrom 2005




Table S3: SNPs associated with cardiac function (R = Recipient, D = Donor)

Gene rsiD R D Phenotype P value Reference Article

AMPD1 rs17602729 190 262 Requirement for inotropic support 0.03 & Taegtmeyer 2009
B1-AR rs1801252 20 O Maximum workload during exercise test 0.03 44 Tang 2007
B1-AR rs1801252 20 O Resting heart rate 0.04 & Tang 2007
B1-AR rs1801252 20 O Improved lusitropic capacity septum in rest 0.03 44 Tang 2007
B1-AR rs1801252 20 O Lusitropic capacity septum after lowest dose of dobutamine 0.04 & Tang 2007
B1-AR rs1801252 20 O Pulmonary capillary wedge in rest <0.05 44 Tang 2007
B1-AR rs1801252 O 1407 LVW motion abnormalities 0.046 B Khush 2012
B2-AR  rs1042713 O 1407 Left ventricle ejection fraction 0.012 45 Khush 2012
B2-AR  rs1042713 O 1407 Peak dopamine 0.026 E Khush 2012




Table S4: SNPs associated with renal function (R = Recipient, D = Donor, C = Control, * = pediatric patients included)

Gene rsiD R D C Phenotype P value Reference Article

ABCB1 rs9282564 60 0 O Renal function 0.003 2 Sanchez-Lazaro 2015
CYP3A5 rs776746 160 0 O Renal function (eGFR) 0.0002 46 de Denus 2010
PDGFB rs1800818 175 0 268 Progression of renal insufficiency (serum creatinin) <0.01 & Lacha 2001

PRKCB rs11074606 158 0 O Renal dysfunction (eGFR) 0.00049 48 Lachance 2012
TGFB1  rs1800471 402 0 O End stage renal failure (need for renal replacement therapy) 0.002 ) van de Wetering 2006
TGFB1  rs1800471 88 0O O Renal function (CrCl one year) 0.03 50 Di Filippo 2005*
TGFB1  rs1800471 88 0O O Renal function (CrCl latest follow up) 0.04 50 Di Filippo 2005*
TGFB1 rs1800470 168 0 O Renal dysfunction (serum creatinin) 0.017 51 Baan 2000




Table S5: SNPs associated with lipids (R = Recipient, D = Donor, LDL = Low Density Lipoprotein, HDL = High Density Lipoprotein, * =
pediatric patients included)

Gene rsiD R D Phenotype Pvalue Reference Article

APOAI rs670 103 0 Hyperlipidemia <0.001 2 Gonzalez-Amieva 2003
APOAI rs670 103 0 LDL cholesterol rise <0.05 52 Gonzalez-Amieva 2003
APOE rs429358/rs7412 103 0  Triglyceride levels 3 months <0.001 LS Gonzalez-Amieva 2000
APOE rs429358/rs7412 103 0  Triglyceride levels 1 year <0.05 53 Gonzalez-Amieva 2000
SLCO1B1 rs4149015 12 0 Pravastatin (maximum concentration) <0.001 o Hedman 2006 *
SLCO1B1 rs4149015 12 0 Pravastatin (area under the curve) <0.0001 54 Hedman 2006 *
SLCO1B1 rs4149015 12 0 HDL levels 0.0002 e Hedman 2006 *
SLCO1B1 rs4149056 12 0 Pravastatin (half-time) 0.015 54 Hedman 2006 *
SLCO1B1 rs4149056 12 0 Total cholesterol levels 0.031 R Hedman 2006 *
SLCO1B1 rs4149056 12 0 LDL levels 0.011 54 Hedman 2006 *
SLCO1B1 rs4149056 12 0 HDL levels 0.026 e Hedman 2006 *




Table S6: SNPs associated with other outcomes (R = Recipient, D = Donor, * = pediatric patients included)

Gene rsiD R D Phenotype P value Reference  Article

ABCB1 rs1128503 60 0O Infections 0.012 2 Sanchez-L&azaro 2015
IL10 rs1800896 71 0  Quilty lesions 0.027 55 Plaza 2003*

MTHFR rs1801133 57 0 Hyperhomocysteinemia 0.005 (multivariate) 56 Potena 2001
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