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serine/threonine protein phosphatase [Nostoc sp. ATCC 53789]
LysR family transcriptional regulator [Acidithiobacillus thiooxidans]

XRE family transcriptional regulator [Streptomyces sp. MIM1172]
NAD-glutamate dehydrogenase [Candidatus Liberibacter solanacearum]
NAD-specific glutamate dehydrogenase [Candidatus Liberibacter americanus]
’ DNA-binding protein [Vibrio vulnificus]
SEC-C domain-containing protein [Chlorobium limicola]
RNA polymerase sigma-70 factor [Niastella koreensis]
<T\’dedicator of cytokinesis protein 1 isoform X1 [Orussus abietinus]
glycosyl transferase [Lactobacillus rennini]

&

9Ddx10 protein [Thecamonas trahens ATCC 50062]

myc-regulated DEAD box protein [Oncorhynchus mykiss]

alpha/beta hydrolase [Paenibacillus sp. P26E]

PAS domain S-box protein [Geovibrio sp. L21-Ace-BES]

foldase [Lactococcus garvieae]
ATP-dependent RNA helicase DDX18 [Salvelinus alpinus]

type III-B CRISPR module-associated protein Cmr5 [Truepera radiovictrix]
NADH-quinone oxidoreductase subunit D [Rhodospira trueperi]

Qtype ITI-B CRISPR module-associated protein Cmr5 [Anaerobranca gottschalkii]

@) transmembrane protein 35A [Homo sapiens]

pyridoxamine 5°-phosphate oxidase family protein [Gemmatirosa kalamazoonesis]

BON domain-containing protein [Hyphomonas chukchiensis]

poly-beta-1,6-N-acetyl-D-glucosamine N-deacetylase PgaB [Paraburkholderia mimosarum]
ATP-dependent RNA helicase DDX18 [Sus scrofa]

© ATP-dependent RNA helicase DDX18 [Homo sapiens]

©transmembrane protein 35A [Rattus norvegicus]
AYKSYVRALPLL [TUF1]
[ 9zinc metallopeptidase [Nitrosomonas communis]

CHAT domain-containing protein [Williamsia sterculiae]

outer membrane protein assembly factor BamD [Bacteroidales bacterium Barb4]

GHKL domain-containing protein [Lactobacillus agilis]

AI-2E family transporter [Massilia phosphatilytica]

nitrate transport protein, NrtC-like protein [Synechococcus sp. NIES-970]
9 ATP-binding protein [Alteromonas mediterranea]

GDSL esterase/lipase At5g55050 [Oryza sativa Japonica Group]
Lacl family DNA-binding transcriptional regulator [Marinateneraspora sediminis]
cysteinyl-tRNA synthetase [Coccidioides immitis RS]

AraC family transcriptional regulator [Caldicoprobacter faecalis]

Tran PV, Supplemental Figure 1: Evolutionary conservation of TUF1 peptide (highlighted) with
>75% identity among proteins of various species from cyanobacteria to mammals. Sequence
analysis was performed using NCBI Blast tool.



