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sine oculis homeobox homolog 3 (Drosophila)
chromosome 6 open reading frame 146
ribosomal modification protein rimK-like family member A
zinc finger (DHHC-type containing 13)
hyFPothetlcaI LOC401098
RP1 (serine/threonine kinase 19)
hypothetical protein LOC154872
taste receptor (type 2, member 38)
chromosome 1 open reading frame 46
olfactory receptor (family 4, subfamily D, member 1)
zinc finger protein interacting with K protein 1 homolog (mouse)
hypothetical protein LOC283484
F-box protein 40
endothelin 1
chromosome 11 open reading frame 44
transmembrane protein 40
beta defensin beta 21
docking protein 6
RNA pseudouridylate synthase domain containing 2
homeobox C12
hypothetical LOC285819
Ras GTPase-activating protein-binding protein 1
chromosome 9 open reading frame 68
putative uncharacterized protein DKFZp566F094
ﬁsorlass susceptibility 1 candidate 1
ypothetical protein FLJ20464
putative uncharacterized protein pp13439
small nucleolar RNA host gene 9 (non-protein coding)
mRNA turnover protein 4 homolog
transmembrane emp24 domain trafficking protein 2
late cornified envelope 1E
hypothetical protein LOC284952
h%pothetical LOC283089
chromosome 3 open reading frame 51
hypothetical LOC79150
cyclic nucleotide gated channel alpha 1
mitochondrial ribosomal protein L10
hypothetical Erotein LOC728705
thothencal 0C100129722
chromosome 10 open reading frame 75
hypothetical LOC400748
hypothetical protein FLJ33996
nucleoporin 54kDa
olfactory receptor (family 10, subfamily A, member 4)
membrane-spanning 4-domains (subfamily A, member 12)
phosphoinositide-3-kinase regulatory subunit 3 (p55, gamma)
nescient helix loop helix 1
hypothetical LOC728769
creatine kinase (muscle)




Supplemental Digital Content 5: Heat map of the fifty top-ranked genes downregulated by remote ischemic preconditioning (RIPC) as compared to placebo
