Supplementary Table 1: Baseline clinical characteristics of the training set and testing set in TCGA cohort.
	Variables
	Type
	TCGA cohort (n/%)
	Testing set (n/%)
	Training set (n/%)
	P-value

	Age
	≤65
	153 (45.808)
	95 (47.030)
	58 (43.939)
	0.659

	
	>65
	181 (54.192)
	107 (52.970)
	74 (56.061)
	

	Gender
	Female
	118 (35.329)
	67 (33.168)
	51 (38.636)
	0.365

	
	Male
	216 (64.671)
	135 (66.832)
	81 (61.364)
	

	Grade
	G1–2
	126 (37.725)
	82 (40.594)
	44 (33.333)
	0.200

	
	G3
	199 (59.581)
	114 (56.436)
	85 (64.394)
	 

	
	Unknown
	9 (2.695)
	6 (2.970)
	3 (2.273)
	 

	TNM stage
	Stage I–II
	150 (44.910)
	86 (42.574)
	64 (48.485)
	0.364

	
	Stage III–IV
	170 (50.898)
	107 (52.970)
	63 (47.727)
	 

	
	Unknown
	14 (4.192)
	9 (4.455)
	5 (3.788)
	 


TCGA: The Cancer Genome Atlas; TNM: Tumor-node-metastasis.

Supplementary Table 2: Cox regression analyses of m6A-related signature in the TCGA and GEO cohorts.
	Variables
	
	Univariate analysis
	
	Multivariate analysis
	

	
	
	HR
	95% CI
	P-value
	HR
	95%CI
	P-value

	Training set in TCGA cohort (n=202)

	Age
	>65/≤65
	1.034 
	1.009–1.059
	0.008 
	1.042 
	1.016–1.069
	0.002 

	Gender
	Female/Male
	0.773 
	0.471–1.271
	0.310 
	
	
	

	Grade
	G2/G1
	1.317 
	0.833–2.082
	0.239 
	
	
	

	TNM stage
	III–IV/ I–II
	1.431 
	1.080–1.896
	0.013 
	1.534 
	1.143–2.057
	0.004 

	Risk score
	High/Low
	4.686 
	1.137–19.325
	0.033 
	5.921 
	1.336–26.234
	0.019 

	Testing set in TCGA cohort (n=132)

	Age
	>65/≤65
	1.010 
	0.981–1.040 
	0.512 
	
	
	

	Gender
	Female/Male
	3.029 
	1.448–6.336 
	0.003 
	4.065 
	1.845–8.955
	<0.001 

	Grade
	G2/G1
	1.574 
	0.842–2.943 
	0.155 
	
	
	

	TNM stage
	III–IV/ I–II
	1.474 
	1.020–2.130 
	0.039 
	1.698 
	1.163–2.480
	0.006 

	Risk score
	High/Low
	4.008 
	1.027–15.647 
	0.046 
	16.395 
	3.257–82.534
	<0.001 

	GSE84437 cohort (n=433)

	Age
	>65/≤65
	1.020 
	1.007–1.032 
	0.002 
	1.024 
	1.011–1.036 
	<0.001 

	Gender
	Female/Male
	1.256 
	0.928–1.700 
	0.141 
	
	
	

	T stage
	T3–4/T1–2
	1.740 
	1.378–2.198 
	<0.001 
	1.550 
	1.215–1.977 
	<0.001

	N stage
	N1–3/N0
	1.676 
	1.429–1.967 
	<0.001 
	1.548 
	1.315–1.821 
	<0.001

	Risk score
	High/Low
	1.006 
	1.002–1.010 
	0.004 
	1.005 
	1.001–1.009 
	0.010 


CI: Confidence interval; GEO: Gene Expression Omnibus; HR: Hazard ratio; m6A: N6-methyladenosine; TCGA: The Cancer Genome Atlas; TNM: Tumor-node-metastasis.

