Supplementary Figure 2. Gut fungal dysbiosis associated with HIV infection. (A) Alpha-diversity of fungal community was higher in HIV+ than that in HIV–. (B) Three-dimensional weighted Unifrac-based principal co-ordinate analysis (PCoA) observed significant difference in the clustering of fungal communities according to HIV infection status. (C) Relative abundance of fungal communities at the phylum and genus levels. In all panels: *0.01<p░<░0.05; **0.001░<░p░<░0.01; ***p░<░0.001. HIV+, HIV infected patients; HIV–, HIV uninfected participants.
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