Supplementary table 1: Number of single nucleotide polymorphisms for each traits and their references. For list of included single nucleotide polymorphisms, please see Supplementary tables 2-8.
	Trait
	Number of SNPs
	References

	SBP
	29
	Newton-Cheh, C., et al. (2009). Nat Genet 41(6): 666-676 [1].

	
	
	Levy, D., et al. (2009). Nat Genet.  41, 677–687 [2].

	
	
	Ehret, G. B., et al. (2011). Nature 478(7367): 103-109 [3].

	BMI
	31
	Speliotes, E. K., et al. (2010). Nat Genet 42(11): 937-948 [4].

	LDLc 
	32
	Teslovich, T. M., et al. (2010). Nature 466(7307): 707-713 [5].

	HDLc
	41
	Teslovich, T. M., et al. (2010). Nature 466(7307): 707-713 [5].

	TG
	26
	Teslovich, T. M., et al. (2010). Nature 466(7307): 707-713 [5].

	FPG
	15
	Dupuis, J., et al. (2010). Nat Genet 42(2): 105-116 [6].

	T2D
	48
	Morris, A.P., et al. (2012). Nat Genet 44(9):981-90 [7].

	
	
	Voight, B.F., et al. (2010). Nat Genet 42(7):579-89 [8].

	
	
	Zeggini, E., et al. (2008). Nat Genet 40(5):638-45 [9].

	T2D41
	41
	Morris, A.P., et al. (2012). Nat Genet 44(9):981-90 [7].

	
	
	Voight, B.F., et al. (2010). Nat Genet 42(7):579-89 [8].

	
	
	Zeggini, E., et al. (2008). Nat Genet 40(5):638-45 [9].


SNP, single nucleotide polymorphism; SBP, systolic blood pressure; LDLc, low density lipoprotein cholesterol; HDLc, high density lipoprotein cholesterol; TG, triglycerides; FPG, fasting plasma glucose; T2D, type 2 diabetes; T2D41, T2D genetic risk score without the seven single nucleotide polymorphisms overlapping in the FPG genetic risk score.


Supplementary table 2. Components of the systolic blood pressure weighted genetic risk score
	Locus
	SNP
	Proxy
	Weight
	Risk allele
	Alleles (major/minor)
	 MAF

	MTHFR/NPPB
	rs17367504
	
	0.547
	A
	A/G
	0.15

	MOV10
	rs2932538
	
	0.388
	G
	G/A
	0.26

	SLC4A7
	rs13082711
	
	0.315
	C
	T/C
	0.22

	ULK4
	rs3774372
	
	0.067
	C
	T/C
	0.16

	MECOM
	rs419076
	
	0.409
	T
	C/T
	0.46

	FGF5
	rs16998073
	
	0.740
	T
	A/T
	0.35

	SLC39A8
	rs13107325
	
	0.981
	C
	C/T
	0.05

	GUCY1A3/GUCY1B3
	rs13139571
	
	0.312
	C
	C/A
	0.22

	NPR3/C5orf23
	rs1173771
	
	0.504
	G
	G/A
	0.40

	EBF1
	rs11953630
	
	0.412
	C
	C/T
	0.35

	HFE
	rs1799945
	
	0.627
	G
	C/G
	0.12

	BAT2/BAT5
	rs805303
	
	0.376
	G
	G/A
	0.37

	CACNB2(5’)
	rs4373814
	
	0.373
	C
	G/C
	0.44

	c10orf107
	rs1530440
	
	0.43
	C
	C/T
	0.18

	PLCE1
	rs932764
	
	0.484
	G
	A/G
	0.45

	CYP17A1/NT5C2
	rs11191548
	
	0.464
	T
	T/C
	0.11

	ADM
	rs7129220
	
	0.619
	A
	G/A
	0.10

	PLEKHA7
	rs381815
	
	0.840
	T
	C/T
	0.28

	FLJ32810/TMEM133
	rs633185
	
	0.565
	C
	C/G
	0.38

	ATP2B1
	rs2681492
	
	1.26
	T
	T/C
	0.14

	SH2B3
	rs3184504
	
	0.448
	T
	C/T
	0.48

	TBX5/TBX3
	rs10850411
	
	0.354
	T
	T/C
	0.30

	CYP1A2/ULK3
	rs1378942
	
	0.416
	C
	A/C
	0.32

	FES
	rs2521501
	
	0.65
	T
	A/T
	0.32

	PLCD3
	rs12946454
	
	0.210
	T
	A/T
	0.24

	GOSR2
	rs17608766
	
	0.556
	C
	T/C
	0.14

	ZNF652
	rs16948048
	
	0.410
	G
	A/G
	0.38

	JAG1
	rs1327235
	
	0.34
	G
	A/G
	0.45

	GNAS/EDN3
	rs6015450
	
	0.896
	G
	A/G
	0.14


The weights are based on published effect sizes [1-3]. MAF, Minor allele frequency.


Supplementary table 3. Components of the body mass index weighted genetic risk score
	Locus
	SNP
	Proxy
	Weight
	Risk allele
	Alleles (major/minor)
	MAF

	NEGRI
	rs2815752
	
	0.13
	T
	T/C
	0.41

	SEC16B/RASAL2
	rs543874
	rs10913469
	0.22
	C
	T/C
	0.21

	TNNI3K
	rs1514175
	
	0.07
	A
	G/A
	0.43

	PTBP2
	rs1555543
	
	0.06
	C
	C/A
	0.43

	TMEM18
	rs2867125
	rs6548238
	0.31
	C
	C/T
	0.17

	RBJ
	rs713586
	
	0.14
	C
	T/C
	0.48

	FANCL
	rs887912
	
	0.1
	T
	C/T
	0.27

	LRP1B
	rs2890652
	
	0.09
	C
	T/C
	0.18

	SFRS10/ETV5
	rs9816226
	
	0.14
	T
	T/A
	0.16

	CADM2
	rs13078807
	
	0.1
	G
	A/G
	0.19

	GNPDA2
	rs10938397
	
	0.18
	G
	A/G
	0.41

	SLC39A8
	rs13107325
	
	0.19
	T
	C/T
	0.05

	FLJ35779
	rs2112347
	
	0.1
	T
	T/G
	0.37

	TFAP2B
	rs987237
	
	0.13
	G
	A/G
	0.18

	NUDT3
	rs206936
	
	0.06
	G
	A/G
	0.19

	LRRN6C
	rs10968576
	
	0.11
	G
	A/G
	0.30

	BDNF
	rs10767664
	
	0.19
	A
	A/T
	0.21

	MTCH2
	rs3817334
	
	0.06
	T
	C/T
	0.40

	RPL27A
	rs4929949
	
	0.06
	C
	C/T
	0.498

	BCDIN3D/FAIM2
	rs7138803
	
	0.12
	A
	G/A
	0.41

	MTIF3
	rs4771122
	
	0.09
	G
	A/G
	0.26

	NRXN3
	rs10150332
	
	0.13
	C
	T/C
	0.21

	PRKD1
	rs11847697
	
	0.17
	T
	C/T
	0.04

	MAP2K5
	rs2241423
	
	0.13
	G
	G/A
	0.22

	FTO
	rs1558902
	
	0.39
	A
	T/A
	0.42

	SH2B1
	rs7359397
	rs7498665
	0.15
	G
	A/G
	0.40

	GPRC5B
	rs12444979
	
	0.17
	C
	C/T
	0.13

	MC4R
	rs571312
	rs17782313
	0.23
	C
	T/C
	0.24

	KCTD15/CHST8
	rs29941
	
	0.06
	C
	C/T
	0.33

	QPCTL; GIPR
	rs2287019
	
	0.15
	C
	C/T
	0.21

	TMEM160
	rs3810291
	
	0.09
	A
	A/G
	0.32


The weights are based on published effect sizes [4]. MAF, Minor allele frequency.


Supplementary table 4. Components of the low-density lipoprotein cholesterol weighted genetic risk score 
	Gene
	SNP
	Proxy
	Weight
	Risk allele
	Alleles (major/minor)
	 MAF

	IRF2BP2
	rs514230
	
	1.13
	A
	A/T
	 0.48

	LDLRAP1
	rs12027135
	
	1.10
	T
	T/A
	 0.45

	PCSK9
	rs2479409
	
	2.01
	G
	A/G
	 0.35

	SORT1
	rs629301
	
	5.65
	A
	A/C
	 0.23

	ABCG5/8
	rs4299376
	
	2.75
	G
	T/G
	 0.29

	APOB
	rs1367117
	
	4.05
	A
	G/A
	 0.34

	HMGCR
	rs12916
	
	2.45
	C
	T/C
	 0.41

	TIMD4
	rs6882076
	
	1.67
	C
	C/T
	 0.36

	LPA
	rs1564348
	
	1.95
	G
	A/G 
	 0.15

	MYLIP
	rs3757354
	
	1.43
	G
	G/A
	 0.24

	FRK
	rs11153594
	rs9488822
	0.89
	A
	A/T
	 0.31

	HLA
	rs3177928
	
	1.83
	A
	G/A
	 0.13

	HFE
	rs1800562
	
	2.22
	G
	G/A
	 0.05

	DNAH11
	rs12670798
	
	1.26
	C
	T/C
	 0.25

	CYP7A1
	rs1030431
	rs2081687
	0.95
	T
	C/T
	 0.34

	PPP1R3B
	rs2126259
	rs9987289
	2.22
	G
	G/A
	 0.10

	TRIB1
	rs2954022
	rs2954029
	1.84
	A
	A/T
	 0.47

	ABO
	rs9411489
	
	2.24
	A
	G/A
	 0.21

	GPAM
	rs1129555
	rs2255141
	1.08
	A
	G/A
	 0.29

	APOA1
	rs964184
	
	2.85
	G
	C/G
	 0.13

	FADS1
	rs174583
	rs174546
	1.71
	C
	C/T
	 0.33

	ST3GAL4
	rs11220462
	
	1.95
	T
	C/T
	 0.14

	BRAP
	rs11065987
	
	0.97
	A
	A/G
	 0.42

	HNF1A
	rs1169288
	
	1.42
	G
	T/G
	 0.32

	NYNRIN
	rs8017377
	
	1.14
	A
	G/A
	 0.46

	CETP
	rs7205804
	rs3764261
	1.45
	G
	G/T
	 0.33

	HPR
	rs2000999
	
	2.00
	A
	G/A
	 0.21

	APOE
	rs4420638
	
	7.14
	G
	A/G
	 0.20

	CILP2
	rs10401969
	
	3.11
	T
	T/C
	 0.10

	LDLR
	rs6511720
	
	6.99
	G
	G/T
	 0.10

	MAFB
	rs2902941
	rs2902940
	0.98
	A
	A/G
	 0.28

	TOP1
	rs6029526
	
	1.39
	A
	T/A
	 0.48


The weights are based on published effect sizes [5]. MAF, Minor allele frequency.


Supplementary table 5. Components of the high-density lipoprotein cholesterol genetic risk score
	Locus
	SNP
	Proxy
	Weight
	Risk allele
	Alleles (major/minor)
	 MAF

	GALNT2
	rs4846914
	
	-0.61
	G
	A/G
	 0.40

	PABPC4
	rs4660293
	
	-0.48
	G
	A/G
	 0.25

	ZNF648
	rs1689800
	
	-0.47
	C
	T/C
	 0.34

	APOB
	rs1042034
	
	-0.90
	A
	A/G
	 0.21

	COBLL1
	rs12328675
	
	-0.68
	T
	T/C
	 0.12

	IRS1
	rs2972146
	
	-0.46
	A
	A/C
	 0.37

	SLC39A8
	rs13107325
	
	-0.84
	T
	C/T
	 0.05

	ARL15
	rs6450176
	
	-0.49
	A
	G/A
	 0.25

	C6orf106
	rs2814944
	
	-0.49
	A
	G/A
	 0.16

	CITED2
	rs605066
	
	-0.39
	C
	T/C
	 0.44

	MLXIPL
	rs17145738
	
	-0.57
	C
	C/T
	 0.12

	LPL
	rs12678919
	
	-2.25
	A
	A/G
	 0.09

	PPP1R3B
	rs9987289
	
	-1.21
	A
	G/A
	 0.10

	TRIB1
	rs10808546
	rs2954029
	-0.61
	A
	A/T
	 0.47

	TRPS1
	rs2293889
	
	-0.44
	T
	G/T
	 0.43

	ABCA1
	rs1883025
	
	-0.94
	A
	G/A
	 0.24

	TTC39B
	rs581080
	
	-0.65
	G
	C/G
	 0·19

	AMPD3
	rs2923084
	
	-0.41
	G
	A/G
	 0·17

	APOA1
	rs964184
	
	-1.50
	G
	C/G
	 0.13

	FADS1#
	rs174601
	rs174546
	-0.73
	T
	C/T
	 0.33

	LRP4
	rs3136441
	
	-0.78
	T
	T/C
	 0.14

	UBASH3B#
	rs7115089
	rs7941030
	-0.31
	T
	T/C
	 0.39

	LRP1#
	rs3741414
	rs11613352
	-0.46
	C
	C/T
	 0.27

	MVK
	rs7134594
	
	-0.44
	C
	T/C
	 0.46

	PDE3A
	rs7134375
	
	-0.40
	C
	C/A
	 0.43

	SBNO1#
	rs4759375
	rs4759377
	-0.86
	C
	C/T
	 0.09

	ZNF664
	rs4765127
	
	-0.44
	G
	G/T
	 0.33

	LACTB
	rs2652834
	
	-0.39
	T
	C/T
	 0.21

	LIPC
	rs1532085
	
	-1.45
	G
	G/A
	 0.38

	CETP
	rs3764261
	
	-3.39
	G
	G/T
	 0.33

	CMIP
	rs2925979
	
	-0.45
	A
	G/A
	 0.30

	LCAT
	rs16942887
	
	-1.27
	G
	G/A
	 0.14

	PGS1
	rs4129767
	
	-0.39
	C
	T/C
	 0.48

	STARD3
	rs11869286
	
	-0.48
	G
	C/G
	 0.32

	LIPG
	rs7241918
	
	-1.31
	G
	T/G
	 0.17

	MC4R
	rs12967135
	
	-0.42
	A
	G/A
	 0.23

	ANGPTL4
	rs7255436
	
	-0.45
	C
	A/C
	 0.44

	APOE
	rs4420638
	
	-1.06
	G
	A/G
	 0.20

	LOC55908
	rs737337
	
	-0.64
	C
	T/C
	 0.11

	HNF4A
	rs1800961
	
	-1.88
	T
	C/T
	 0.04

	UBE2L3
	rs181362
	
	-0.46
	A
	G/A
	 0.23


The weights are based on published effect sizes [5]. MAF, Minor allele frequency.

Supplementary table 6. Components of the triglyceride weighted genetic risk score
	Locus
	SNP
	Proxy
	Weight
	Risk allele
	Alleles (major/minor)
	 MAF

	GALNT2
	rs1321257
	rs4846914
	2.76
	G
	A/G
	 0.40

	APOB
	rs1042034
	
	5.99
	A
	A/G
	 0.21

	GCKR
	rs1260326
	
	8.76
	T
	C/T
	 0.37

	IRS1
	rs2943645
	rs2972146
	1.89
	A
	A/C
	 0.37

	MSL2L1
	rs645040
	
	2.22
	T
	T/G
	 0.22

	KLHL8
	rs442177
	
	2.25
	A
	A/C
	 0.43

	MAP3K1
	rs9686661
	
	2.57
	T
	C/T
	 0.16

	TIMD4
	rs1553318
	rs6882076
	2.63
	C
	C/T
	 0.36

	HLA
	rs2247056
	
	2.99
	G
	G/A
	 0.27

	MLXIPL
	rs17145738
	
	9.32
	C
	C/T
	 0.12

	LPL
	rs12678919
	
	13.64
	A
	A/G
	 0.09

	NAT2
	rs1495741
	
	2.85
	G
	A/G
	 0.22

	PINX1
	rs11776767
	
	2.01
	C
	G/C
	 0.34

	TRIB1
	rs2954029
	
	5.64
	A
	A/T
	 0.47

	CYP26A1
	rs2068888
	
	2.28
	G
	G/A
	 0.44

	APOA1
	rs964184
	
	16.95
	G
	C/G
	 0.13

	FADS1
	rs174546
	
	3.82
	T
	C/T
	 0.33

	LRP1
	rs11613352
	
	2.70
	C
	C/T
	 0.27

	ZNF664
	rs12310367
	rs4765127
	2.42
	G
	G/T
	 0.33

	CAPN3
	rs2412710
	
	7.00
	A
	G/A
	 0.02

	FRMD5
	rs2929282
	
	5.13
	T
	A/T
	 0.04

	CETP
	rs7205804
	rs3764261
	2.88
	G
	G/T
	 0.33

	CTF1
	rs11649653
	
	2.13
	C
	C/G
	 0.41

	APOE
	rs439401
	
	5.50
	C
	C/T
	 0.36

	CILP2
	rs10401969
	
	7.83
	T
	T/C
	 0.10

	PLA2G6
	rs5756931
	
	1.54
	T
	T/C
	 0.36


The weights are based on published effect sizes [5]. MAF, Minor allele frequency.









Supplementary table 7. Components of the fasting plasma glucose weighted genetic risk score
	Locus
	SNP
	Proxy
	Weight
	Risk Allele
	Alleles (major/minor)
	MAF

	PROX1
	rs340874
	
	0.013
	G
	G/A
	0.46

	G6PC2
	rs560887
	
	0.075
	G
	G/A
	0.30

	GCKR
	rs780094
	
	0.029
	G
	G/A
	0.36

	SLC2A2
	rs11920090
	
	0.02
	T
	T/A
	0.13

	ADCY5
	rs11708067
	
	0.027
	A
	A/G
	0.23

	DGKB/TMEM195
	rs2191349
	
	0.03
	T
	T/G
	0.49

	SLC30A8
	rs13266634
	
	0.027
	C
	C/T
	0.32

	GLIS3
	rs7034200
	
	0.018
	A
	C/A
	0.48

	TCF7L2
	rs7903146
	
	0.023
	T
	C/T
	0.26

	ADRA2A
	rs10885122
	
	0.022
	G
	G/T
	0.12

	CRY2
	rs11605924
	
	0.015
	A
	C/A
	0.49

	FADS1
	rs174550
	
	0.017
	T
	T/C
	0.34

	MADD
	rs7944584
	
	0.021
	A
	A/T
	0.25

	MTNR1B
	rs10830963
	
	0.067
	G
	C/G
	0.29

	FAM148B/C2CD4B
	rs11071657
	
	0.008
	A
	A/G
	0.39


The weights are based on published effect sizes [6]. MAF, Minor allele frequency.


Supplementary table 8. Components of the type 2 diabetes weighted genetic risk score
	Locus
	SNP
	Proxy
	Weight
	Risk allele
	Alleles (major/minor)
	MAF

	IRS1
	rs2943641
	
	1.19 
	C
	C/T
	0.37

	PPARG
	rs1801282
	
	1.14 
	C
	C/G
	0.14

	TCF7L2*
	rs7903146
	
	1.37 
	T
	C/T
	0.26

	FTO
	rs9939609
	
	1.27
	A
	T/A
	0.41

	BCL11A
	rs243021
	
	1.08 
	T
	C/T
	0.48

	ZBED3
	rs4457053
	
	1.08 
	G
	A/G
	0.26

	ZFAND6
	rs11634397
	
	1.06
	G
	G/A
	0.34

	TLE4 (CHCHD9)
	rs13292136
	
	1.11
	C
	C/T
	0.08

	HMGA2
	rs1531343
	
	1.10 
	C
	G/C
	0.08

	CENTD2
	rs1552224
	
	1.14 
	T
	T/G
	0.17

	DGKB-TMEM195*
	rs2191349
	
	1.06 
	T
	T/G
	0.49

	PROX1*
	rs340874
	
	1.07 
	G
	G/A
	0.46

	GCKR*
	rs780094
	
	1.06 
	G
	G/A
	0.36

	HNF1A
	rs7957197
	
	1.07 
	T
	T/A
	0.20

	PRC1
	rs8042680
	
	1.07 
	A
	C/A
	0.31

	TP53INP1
	rs896854
	
	1.06 
	A
	G/A
	0.46

	KLF14
	rs972283
	
	1.07
	G
	G/A
	0.49

	RBMS1ITGB6
	rs7593730
	
	1.10
	C
	C/T
	0.20

	KIAA1486 (IRS-1)
	rs7578326
	
	1.11
	A
	A/G
	0.36

	WFS1
	rs10010131
	
	1.11 
	G
	G/A
	0.43

	JAZF1
	rs864745
	
	1.10 
	A
	A/G
	0.49

	SLC30A8*
	rs13266634
	
	1.12 
	C
	C/T
	0.32

	CDKAL1
	rs7754840
	
	1.12 
	C
	G/C
	0.32

	ADAMTS9
	rs4607103
	
	1.09 
	C
	C/T
	0.23

	CAMK1D
	rs12779790
	
	1.11 
	G
	A/G
	0.19

	CDKNA2B
	rs10811661
	
	1.20 
	T
	T/C
	0.16

	HHEX
	rs1111875
	
	1.13
	G
	G/A
	0.41

	KCNJ11
	rs5219
	
	1.14 
	A
	G/A
	0.38

	DCD
	rs1153188
	
	1.08 
	T
	T/A
	0.25

	MTNR1B*
	rs10830963
	
	1.09
	G
	C/G
	0.29

	NOTCH2
	rs10923931
	
	1.13 
	T
	G/T
	0.10

	THADA
	rs7578597
	
	1.15 
	T
	T/C
	0.10

	TSPAN8
	rs7961581
	
	1.09 
	C
	T/C
	0.26

	KCNQ1
	rs2237895
	
	1.24
	C
	A/C
	0.41

	ADCY5*
	rs11708067
	
	1.12
	A
	A/G
	0.23

	IGF2BP2
	rs4402960
	
	1.20
	T
	G/T
	0.31

	VEGFA
	rs9472138
	
	1.06
	T
	C/T
	0.26

	CILP2
	rs10401969
	
	1.13
	C
	T/C
	0.10

	KLHDC5
	rs10842994
	
	1.10
	C
	C/T
	0.20

	ZMIZ1
	rs12571751
	
	1.08
	A
	A/G
	0.47

	MC4R
	rs12970134
	
	1.08
	A
	G/A
	0.27

	GRB14
	rs13389219
	
	1.07
	C
	C/T
	0.42

	ANKRD55
	rs459193
	
	1.08
	C
	C/T
	0.26

	ANK1
	rs516946
	
	1.09
	C
	C/T
	0.21

	HMG20A
	rs7177055
	
	1.08
	A
	A/G
	0.28

	BCAR1
	rs7202877
	
	1.12
	T
	T/G
	0.12

	KCNQ1 
	rs231362
	
	1.08
	C
	C/T
	0.495

	HNF1B
	rs7501939
	
	1.09
	T
	C/T
	0.38


The weights are based on published effect sizes [7-9]. 
*Locus overlapping with the fasting plasma glucose genetic risk score, thereby not included in the T2D41 GRS.
MAF, Minor allele frequency.
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