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Supplementary Figure S1.
A) PCA plot from RNAseq data (DESeq2). B) Variants found from RNAseq in 
commonly mutated genes in leukemia.
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Supplementary Figure S2.

Philadelphia-positive patients

Philadelphia-negative patients

Average drug sensitivity score (DSS) values of all tested drugs in Philadelphia-
positive (n=10) and negative (n=8) ALL patients. Philadelphia-like patients are 
included in the Ph-negative group.

Other

Other



Supplementary Figure S3.
Addicted drug targets in the custom drug panel recognized by target addiction 
scoring (TAS) and gene expression of the same targets in whole transcriptome 
sequencing.   
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Supplementary Figure S4.

P < 0.0001
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Supplementary Figure S5.

A.

B.

A) An overview of all HEMAP samples. B) MDM2 e-staining of HEMAP 
samples. MDM2 is highly expressed in a majority of B-ALL samples.
B-ALL, pre B-cell acute lymphoblastic leukemia; T-ALL, T-cell acute 
lymphoblastic leukemia; BCL, B-cell lymphoma; MM, multiple 
myeloma; AML, acute myeloid leukemia; CLL, chronic lymphocytic 
leukemia.  



Supplementary Figure S6.

Volcano plot of differentially expressed (DE) genes (Philadelphia 
positive versus negative) in whole transcriptome sequencing. P-values 
adjusted with Benjamini-Hochberg method, and significantly (q<0.05) 
DE genes (n=242) are annotated in blue. DESeq2 used for DE analysis 
with log2FC threshold 0.32. Ph-like patients were kept in the analysis, 
but the comparison was made between Philadelphia-positive and true 
negative patients.
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Supplementary Figure S7.
Combination score matrix of venetoclax – idasanutlin drug combination 
in A) Kasumi-2, B) NALM-21, and C) MHH-CALL-4 cell lines, and 
combination score matrix of venetoclax – dasatinib drug combination in 
D) Kasumi-2, E) NALM-21, and F) MHH-CALL-4 cell lines.
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