Supplementary Figure 4.

UNIPROT Keywords
PhosRh |io¥e|r - B C
f\ﬁﬂ eu=.: Nono PML
Nuci?ttﬁtlé:élt 331 z}{gg; — - * - *
Ing : A
soptrpdtle: .
R nglng - 3 . § 200 1
Cell projediian - S 40004 3 ) a
R"ponuc ?056 'o*el - S S 150
rotemaénrzs%)r - 3 3 M
Tr, € - c c ]
mRWIg?\?é:ggs ing - 'g 2000 4 k] 100
C E\‘-}Ina - 8 ne_
epat - 50 1
DploaTsae -
Biolog cq ?hlﬁ?\ms - 04 04
an qoc sorgle - \’ - ; ;
Transmembrane be gg; nd - N 0*%»( 3 N 0‘5( O*E:l/

Transcnptlcin reﬁ%ula 10n -
fdneat -

ket
Pyridoxal p! c?w

Mitochondrion ouﬁ’}"ﬁnﬂ% A%ort

?‘?9 é[on -

netoch or -
Hydrcigen %n *raqigrn -

01 ede co[]
hrom?nn re%ui‘)a%r-

Cholesterol
Alternative é) qxcmg -

o
o
o-

50 100

Protein Count

CKS1-/-vs WT

CKS2-/-vs WT
Cks1-/- Proteome ~ Transcriptome
64
. 10 R=-0.0076,p=0.68,
.
53
. L4 1
51 o
° .
[¢]
g @
° > 0 0% o . e 0
S 3
-5 (]
Gmaz276 | GmB730 L
. ° A
61 ® Cksib 2
1e+02 1e+04 1e+06 1e+02 1e+04 1e+06 10 0 10 20
Mean of normalised counts Mean of normalised counts Proteins

Ash2|

D

*
Ell
150 1 * 40 4 *
L}
K ganf *
T 100 A ° [ ]
c c
3 3
2 - < 201
£ £
L 504 2 A
£ £ 1] i
[ 04
X A\ X X
RN &
o o o of
0.50
025
;B? 0.00 Genotype
] ® Ckst*
b ® Cks2*
[&) ® WT
Q 025
-0.50
-0.2 0.0 0.2 04

PC1 (63.35%)

Cks2-/- Proteome ~ Transcriptome

* R=00092,p=062

Genes

Proteins



