Table S2. The sequence analysis of DGGE bands from the faeces
	Band No.
	Species
	Strain
	Genbank accession
	Similarity
(%)

	F01
	Spizellomyces punctatus
	DAOM BR117
	ACOE01000320.1
	98

	F02
	Aspergillus clavatus
	NRRL 1 
	NW001510454.1
	98

	F03
	Candida dubliniensis
	CD36
	NC_012867.1
	99

	F04
	Moniliophthora perniciosa
	FA553
	ABRE01017991.1
	98

	F05
	Neurospora tetrasperma
	FGSC 2509
	AFCY01000843.1
	98

	F06
	Candida albicans
	WO-1
	AAFO01000018.1
	100

	F07
	Cryptococcus neoformans
	var. neoformans B -3501A
	AAEY01000011.1
	98

	F08
	Malassezia restricta
	CBS 7877
	AAXK01002636.1
	99

	F09
	Sclerotinia sclerotiorum
	1980 
	AAGT01000678.1
	99

	F10
	Saccharomyces castellii
	NRRL Y-12630 
	AACF01000279.1
	99

	F11
	Saccharomyces cerevisiae 
	RM11-1a 
	AAEG01000105.1
	100

	F12
	Neotyphodium gansuense
	E7080
	AFRE01001114.1
	99

	F13
	Gibberella moniliformis
	7600
	AAIM02000198.1
	100


