Supplementary Table 4. Statistical assessment of gene set enrichment by hypergeometric test

	 
	GFRT (positive correlation)
	GFRT (negative correlation)

	Transcript set
	in IQR
	In list
	p-value
	In IQR
	In list
	p-value

	Total ( = universe)
	10,336
	224
	
	10,336
	144
	

	CAT1
	152
	1
	0.845793
	152
	0
	0.883327

	cMATs
	417
	3
	0.981979
	417
	11
	0.013527

	IRITD1
	152
	4
	0.23392
	152
	1
	0.628996

	IRITD3
	319
	0
	0.999175
	319
	20
	2.82E-09

	IRITD5
	276
	1
	0.984144
	276
	6
	0.090914

	KT1
	799
	58
	< 10E-15
	799
	9
	0.684302

	GRITs
	49
	0
	0.659086
	49
	0
	0.49796

	BATs
	75
	1
	0.486134
	75
	0
	0.652173

	GSTs
	82
	1
	0.533786
	82
	2
	0.106287

	CISTs
	52
	0
	0.680877
	52
	2
	0.035639

	IGTs
	70
	0
	0.785384
	70
	0
	0.626712

	IMATs
	59
	0
	0.726479
	59
	1
	0.198469












