Appendix Table 1: Genotype distribution of the 11 SNPs in the NODAT and no NODAT groups, in the whole cohort (n=1229)

	Single Nucleotide Polymorphisms (Gene)
	Genotype distribution (n) 
	OR
	95%CI
	P 

 

	
	
	No NODAT (n= 1084)


	NODAT (n=145)
	
	
	

	rs7903146 (TCF7L2)
 
	CC (0)*
	542
	56
	1
	 
	 

	
	CT (1)
	438
	70
	1.55
	1.06-2.25
	0.02

	
	TT (2)
	103
	19
	1.79
	1.02-3.14
	0.04

	rs8050136 (FTO)
 
	CC (0)
	378
	54
	1
	 
	 

	
	CA (1)
	530
	72
	0.95
	0.65-1.39
	0.8

	
	AA (2)
	174
	19
	0.76
	0.44-1.33
	0.3

	rs7754840 (CDKAL1)
 
	GG (0)
	498
	64
	1
	 
	 

	
	GC (1)
	476
	59
	0.96
	0.66-1.40
	0.9

	
	CC (2)
	107
	22
	1.6
	0.94-2.72
	0.08

	rs5215 (KCNJ11)
 
	CC (0)
	142
	27
	1
	 
	 

	
	CT (1)
	457
	57
	0.66
	0.40-1.08
	0.09

	
	TT (2)
	483
	61
	0.66
	0.40-1.09
	0.1

	rs1111875 (HHEX-IDE region)
 
	TT (0)
	197
	22
	1
	 
	 

	
	TC (1)
	459
	64
	1.25
	0.75-2.09
	0.4

	
	CC (2)
	426
	59
	1.24
	0.74-2.08
	0.4

	rs13266634 (SLC30A8)
 
	TT (0)
	93
	10
	1
	 
	 

	
	TC (1)
	441
	54
	1.14
	0.56-2.32
	0.7

	
	CC (2)
	549
	81
	1.37
	0.69-2.74
	0.4

	rs10811661 (CDKN2A-CDKN2B region)
 
	CC (0)
	53
	7
	1
	 
	 

	
	CT (1)
	296
	47
	1.2
	0.52-2.81
	0.7

	
	TT (2)
	727
	89
	0.93
	0.41-2.10
	0.9

	rs4402960 (IGF2BP2)
 
	GG (0)
	488
	67
	1
	 
	 

	
	GT (1)
	475
	56
	0.86
	0.59-1.25
	0.4

	
	TT (2)
	119
	21
	1.29
	0.76-2.18
	0.4

	rs757210 (HNF1B)
 
	GG (0)
	420
	46
	1
	 
	 

	
	GA (1)
	450
	66
	1.34
	0.9-2.0
	0.2

	
	AA (2)
	188
	29
	1.41
	0.86-2.31
	0.2

	rs10010131 (WFS1)
 
	GG (0)
	438
	56
	1
	 
	 

	
	GA (1)
	490
	74
	1.18
	0.82-1.71
	0.4

	
	AA (2)
	152
	15
	0.77
	0.42-1.41
	0.4

	rs1801282 (PPARG)
 
	GG (0)
	8
	0
	1
	
	 

	
	GT (1)
	182
	26
	1.13
	-
	0.3

	
	CC (2)
	891
	119
	1.07
	-
	0.3


* Numbers of at risk alleles per genotype (0,1 or 2)
Appendix Table 2: Independent risk factors associated with NODAT, in the whole cohort (n=1229): Multivariate analysis

	Variable
	OR
	95%CI
	P

	rs7903146 polymorphism 
	1.44
	1.12-1.86
	0.005

	Central or Northern- African ethnicity
	1.80
	1.10-2.93
	0.019

	Tacrolimus
	1.94
	1.35-2.79
	<0.001

	m-TOR inhibitors
	3.46
	1.68-7.10
	0.001

	Body mass index at baseline (per unit)
	1.11
	1.07-1.16
	<0.001

	Age at baseline (per year)
	1.02
	1.02-1.05
	<0.001

	Corticoid-treated acute rejection episode
	2.40
	1.60-3.61
	<0.001


Appendix Table 3: Genotype distribution of the 11 SNPs in Caucasian type 2 diabetes mellitus patients (n=83) compared to Caucasian euglycaemia patients (n=630).
	Single Nucleotide Polymorphism (Gene)

 
	Genotype distribution (n)

 
	OR
	95%CI
	P 

	
	
	Euglycaemia group (n=630)
	Type 2 diabetes group (n=83)
	
	
	 

	rs7903146 (TCF7L2)
 
	CC(0)
	326
	29
	1
	
	

	
	CT(1)
	251
	43
	1.93
	1.17-3.17
	0.009

	
	TT(2)
	53
	11
	2.33
	1.10-4.95
	0.02

	rs8050136 (FTO)
 
	CC(0)
	226
	15
	1
	
	

	
	CA(1)
	304
	51
	2.53
	1.39-4.61
	0.002

	
	AA(2)
	98
	17
	2.61
	1.25-5.44
	0.008

	rs7754840 (CDKAL1)
 
	GG(0)
	281
	36
	1
	
	

	
	GC(1)
	286
	30
	0.82
	0.49-1.37
	0.44

	
	CC(2)
	62
	17
	2.14
	1.13-4.05
	0.02

	rs5215 (KCNJ11)
 
	CC(0)
	85
	9
	1
	
	

	
	CT(1)
	272
	46
	1.60
	0.75-3.40
	0.22

	
	TT(2)
	273
	28
	0.97
	0.44-2.13
	0.92

	rs1111875 (HHEX-IDE region)
 
	TT(0)
	118
	11
	1
	
	

	
	TC(1)
	273
	41
	1.61
	0.80-3.24
	0.18

	
	CC(2)
	238
	31
	1.40
	0.68-2.88
	0.36

	rs13266634 (SLC30A8)
 
	TT(0)
	60
	4
	1
	
	

	
	TC(1)
	245
	36
	2.20
	0.76-6.43
	0.14

	
	CC(2)
	325
	43
	1.98
	0.69-5.73
	0.20

	rs10811661 (CDKN2A-CDKN2B region)
 
	CC(0)
	32
	5
	1
	
	

	
	CT(1)
	179
	25
	0.89
	0.32-2.51
	0.50

	
	TT(2)
	419
	53
	0.81
	0.30-2.17
	0.42

	rs4402960 (IGF2BP2)
 
	GG(0)
	281
	34
	1
	
	

	
	GT(1)
	287
	31
	0.89
	0.76-0.66
	0.19

	
	TT(2)
	62
	18
	2.40
	1.27-4.52
	0.006

	rs757210 (HNF1B)
 
	GG(0)
	257
	32
	1
	
	

	
	GA(1)
	252
	36
	1.15
	0.69-1.90
	0.60

	
	AA(2)
	105
	15
	1.15
	0.60-2.21
	0.68

	rs10010131 (WFS1)
 
	GG(0)
	249
	28
	1
	
	

	
	GA(1)
	293
	42
	1.27
	0.77-2.12
	0.35

	
	AA(2)
	87
	13
	1.33
	0.66-2.68
	0.43

	rs1801282 (PPARG)
 
	GG(0)
	4
	2
	1
	
	

	
	GT(1)
	109
	10
	0.18
	0.03-1.13
	0.10

	
	CC(2)
	514
	71
	0.28
	0.05-1.54
	0.16


Appendix Table 4: Allelic frequencies by ethnicity

	Single Nucleotide Polymorphisms (Gene)
	Alleles
	Caucasians (n=1076)
	North- Africans (n=87)
	Central- Africans (n=43)
	Asian (n=11)

	rs7903146 (TCF7L2)
 
	C

T
	0.71

0.29
	0.51

0.49
	0.65

0.35
	0.90

0.10

	rs8050136 (FTO)
 
	C

A
	0.59

0.41
	0.63

0.37
	0.59

0.41
	0.74

0.26

	rs7754840 (CDKAL1)
 
	G

C
	0.68

0.32
	0.63

0.37
	0.61

0.39
	0.80

0.20

	rs5215 (KCNJ11)
 
	C

T
	0.35

0.65
	0.29

0.71
	0.07

0.93
	0.26

0.74

	rs1111875 (HHEX-IDE region)
	T

C
	0.38

0.62
	0.28

0.72
	0.22

0.78
	0.60

0.40

	rs13266634 (SLC30A8)
	T

C
	0.30

0.70
	0.27

0.73
	0.09

0.91
	0.50

0.50

	rs10811661 (CDKN2A-CDKN2B region)
	C

T
	0.19

0.81
	0.12

0.88
	0.06

0.94
	0.33

0.67

	rs4402960 (IGF2BP2)
 
	G

T
	0.68

0.32
	0.62

0.38
	0.43

0.57
	0.80

0.20

	rs757210 (HNF1B)
 
	G

A
	0.63

0.37
	0.60

0.40
	0.47

0.53
	0.80

0.20

	rs10010131 (WFS1)
 
	G

A
	0.63

0.37
	0.67

0.33
	0.68

0.32
	0.67

0.33

	rs1801282 (PPARG)
 
	G

C
	0.10

0.90
	0.05

0.95
	0

1
	0

1


Appendix Table 5: Hardy-Weinberg equilibrium and genotype counts in Caucasian controls (n=958)
	Single Nucleotide Polymorphism (Gene)
	Genotype counts (n):
	X2 test
	P 

	
	
	Observed
	Expected
	
	

	rs7903146 (TCF7L2)
 
	CC(0)
	499


	492.46


	1.09
	0.30

	
	CT(1)
	375
	388.08
	
	

	
	TT(2)
	83
	76.46
	
	

	rs8050136 (FTO)
 
	CC(0)
	331
	338.07
	0.9
	0.34

	
	CA(1)
	475
	460.87
	
	

	
	AA(2)
	150
	157.07
	
	

	rs7754840 (CDKAL1)
 
	GG(0)
	440
	444.45
	0.44
	0.51

	
	GC(1)
	423
	414.09
	
	

	
	CC(2)
	92
	96.45
	
	

	rs5215 (KCNJ11)
 
	CC(0)
	132
	120.57
	2.61
	0.11

	
	CT(1)
	415
	437.87
	
	

	
	TT(2)
	409
	397.57
	
	

	rs1111875 (HHEX-IDE region)
 
	TT(0)
	185
	159.10
	12.03
	0.0005

	
	TC(1)
	410
	461.80
	
	

	
	CC(2)
	361
	335.10
	
	

	rs13266634 (SLC30A8)
 
	TT(0)
	83
	83.69
	0.01
	0.92

	
	TC(1)
	400
	398.62
	
	

	
	CC(2)
	474
	474.69
	
	

	rs10811661 (CDKN2A-CDKN2B region)
 
	CC(0)
	51
	36.22
	9.31
	0.002

	
	CT(1)
	269
	298.56
	
	

	
	TT(2)
	630
	615.22
	
	

	rs4402960 (IGF2BP2)
 
	GG(0)
	436
	439.91
	0.34
	0.60

	
	GT(1)
	425
	417.18
	
	

	
	TT(2)
	95
	98.91
	
	

	rs757210 (HNF1B)
 
	GG(0)
	382
	356.22
	12.78
	0.0004

	
	GA(1)
	389
	440.56
	
	

	
	AA(2)
	162
	136.22
	
	

	rs10010131 (WFS1)
 
	GG(0)
	386
	378.62
	1.05
	0.31

	
	GA(1)
	430
	444.77
	
	

	
	AA(2)
	138
	130.62
	
	

	rs1801282 (PPARG)
 
	GG(0)
	8
	9.25
	0.21
	0.85*

	
	GT(1)
	172
	169.50
	
	

	
	CC(2)
	775
	776.25
	
	


* X2-Fisher test

