Supplementary Figure Legends

Supplementary Figure 1.  Correlation between metabolite profiling platform and clinical laboratory.  Measurements from the metabolite profiling platform are reported as peak area on the y-axis, and corresponding measurements made by standard clinical tests on the same samples are reported in mg/dL on the x-axis.
Supplementary Figure 2.  Triacylglycerols (TAGs) in a subset of outpatient ESRD patients (n=12) versus controls.  ESRD subjects were matched to controls on the basis of total triglycerides.  Each data point represents a distinct TAG, organized along the x-axis based on total acyl chain carbon content; TAGs with the same carbon content, but different number of double bonds, align vertically. 
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Supplementary Figure 2

Supplementary Table 1. Metabolites elevated in ESRD compared to pooled plasma
	Metabolite
	Ratio (ESRD/pooled plasma)

	Hippurate
	25.1

	5-adenosylhomocysteine
	18.3

	Sucrose
	26.6

	Cytosine
	3.6

	Adipate
	12.5

	MOPEG
	8.7

	5-hydroxyindoleacetic acid
	14.8

	Aminoisobutyric acid
	13.1

	Homogentisate
	9.0

	4-pyridoxate
	27.6

	4-hydroxybenzoate
	11.3

	3-hydroxykynurenine
	8.5

	Phenylacetylglycine
	7.1

	Sorbitol
	21.1

	Creatinine
	5.3

	Lactose
	6.1

	Kynurenic acid
	5.5

	Homovanillate
	4.8

	Indoxyl sulfate
	6.2

	Homocystine
	3.6

	cGMP
	4.3

	Allantoin
	8.1

	Pantothenate
	6.2

	Xanthosine
	3.7

	Adenine
	3.3

	Thymidine
	3.2

	Trimethylamine-N-oxide
	2.3

	Ureidopropionic acid
	3.7

	Orotate
	2.8

	Dimethylglycine
	2.7

	Methylmalonate
	2.6

	Isocitrate
	3.3

	Maleate
	3.4

	ADMA/SDMA
	2.2

	Malonate
	1.7

	2-deoxyadenosine
	1.4

	18:2 sphingomyelin
	1.3

	Kynurenine
	2.1

	Choline
	2.1

	18:1 sphingomyelin
	1.1


Abbreviations: MOPEG, 3-methoxy-4-hydroxyphenylethyleneglycol sulfate;  cGMP, cyclic 3',5'-guanosine monophosphate; ADMA/SDMA, Asymmetric/symmetric dimethylarginine
Supplementary Table 2. Metabolites elevated in subset of 12 outpatient ESRD patients
	Metabolite
	Ratio (outpatient ESRD/control)
	p-value (outpatient ESRD/control)

	Hippurate
	19.2
	0.0092

	5-adenosylhomocysteine
	12.5
	<0.0001

	Sucrose
	9.4
	0.00054

	Cytosine
	8.5
	0.00039

	Adipate
	4.0
	0.00020

	MOPEG
	9.6
	0.0077

	5-hydroxyindoleacetic acid
	7.6
	0.00015

	Aminoisobutyric acid
	6.9
	0.00012

	Homogentisate
	7.5
	0.0016

	4-pyridoxate
	6.8
	0.093

	4-hydroxybenzoate
	8.1
	0.0062

	3-hydroxykynurenine
	6.8
	0.00068

	Phenylacetylglycine
	3.1
	0.010

	Sorbitol
	25.9
	<0.0001

	Creatinine
	4.7
	<0.0001

	Lactose
	3.6
	0.00015

	Kynurenic acid
	4.4
	0.00020

	Homovanillate
	3.5
	0.016

	Indoxyl sulfate
	3.8
	0.92

	Homocystine
	4.2
	0.026

	cGMP
	3.8
	0.0062

	Allantoin
	4.2
	0.00054

	Pantothenate
	3.3
	0.87

	Xanthosine
	3.4
	0.00054

	Adenine
	3.5
	0.0092

	Thymidine
	3.0
	0.00012

	Trimethylamine-N-oxide
	3.0
	0.0011

	Ureidopropionic acid
	1.7
	0.0027

	Orotate
	2.2
	0.013

	Dimethylglycine
	2.7
	0.00042

	Methylmalonate
	1.8
	0.0062

	Isocitrate
	2.3
	0.00054

	Maleate
	2.3
	0.081

	ADMA/SDMA
	2.0
	<0.0001

	Malonate
	2.1
	0.0017

	2-deoxyadenosine
	2.2
	0.00033

	18:2 sphingomyelin
	1.9
	0.00060

	Kynurenine
	1.7
	0.67

	Choline
	1.4
	0.00037

	18:1 sphingomyelin
	1.5
	0.0024


Abbreviations: MOPEG, 3-methoxy-4-hydroxyphenylethyleneglycol sulfate;  cGMP, cyclic 3',5'-guanosine monophosphate; ADMA/SDMA, Asymmetric/symmetric dimethylarginine
