Supplemental Figure S1. Expression of miR-192 and miR-215 in whole kidney extract. Relative expression of miR-192 or miR-215 in the kidney dissected from 9 C57BL/6N males. Each point represents the 2 -(CT value obtained from one animal, with (CT=ct miR –ct sno202 and a different symbol is used for each mouse. sno 202 is a tiny RNA used as a reference gene. 

Supplemental Figure S2. Loading controls for Figure 4 (A) and Figure 5 (B). To confirm that protein loading of the gels was equal, all the samples were analysed on preliminary polyacrilamide gels that were stained with Coomassie Blue. Densitometry was then performed on representative bands to ensure that the loading of the gels did not differ by more than 10% of the mean. For all subsequent semi-quantitative immunoblotting experiments, equal loading and transfer efficiency were verified by Ponceau staining of the membrane after transfer. Due to space limitations, all kidney samples could not be loaded on the same gel. The images presented in (B) were therefore assembled from different gels and membranes.
Supplemental Figure S3. Stimulation of KS-WNK1 expression by aldosterone. Quantification by real time RT-PCR relative to 18S showed that KS-WNK1 expression was stimulated by aldosterone infusion or potassium load but not by sodium depletion (*: p<0.05 and **: p<0.005). Results are expressed as means ± SEM from 7 (HS), 8 (aldo and NS), 9 (HK) or 10 (LS) animals.
