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Table S1: List of 202 genes. Genes, whose products might be involved in DN according to common hypotheses (1-4).
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Table S1

	Gene Symbol
	Representative 

Public ID
	UniGene ID
	Gene Title

	ACE
	M26658
	Hs.298469
	angiotensin I converting enzyme (peptidyl-dipeptidase A) 1

	ACE2
	NM_021804
	Hs.178098
	angiotensin I converting enzyme (peptidyl-dipeptidase A) 2

	ACTA2
	NM_001613
	Hs.500483
	actin, alpha 2, smooth muscle, aorta

	ACTC
	NM_005159
	Hs.118127
	actin, alpha, cardiac muscle

	ADAM10
	N51370
	Hs.633922
	ADAM metallopeptidase domain 10

	ADAM11
	NM_002390
	Hs.6088
	ADAM metallopeptidase domain 11

	ADAM12
	NM_003474
	Hs.593858
	ADAM metallopeptidase domain 12 (meltrin alpha)

	ADAM15
	AK000667
	Hs.312098
	ADAM metallopeptidase domain 15 (metargidin)

	ADAM17
	NM_003183
	Hs.404914
	ADAM metallopeptidase domain 17 (tumor necrosis factor, alpha, converting enzyme)

	ADAM18
	NM_014237
	Hs.127930
	ADAM metallopeptidase domain 18

	ADAM19
	AF311317
	Hs.483944
	ADAM metallopeptidase domain 19 (meltrin beta)

	ADAM2
	NM_001464
	Hs.177959
	ADAM metallopeptidase domain 2 (fertilin beta)

	ADAM20
	NM_003814
	Hs.177984
	ADAM metallopeptidase domain 20

	ADAM21
	NM_003813
	Hs.178748
	ADAM metallopeptidase domain 21

	ADAM22
	AF155382
	Hs.592282
	ADAM metallopeptidase domain 22

	ADAM23
	NM_003812
	Hs.591643
	ADAM metallopeptidase domain 23

	ADAM28
	NM_021778
	Hs.174030
	ADAM metallopeptidase domain 28

	ADAM29
	NM_021780
	Hs.126838
	ADAM metallopeptidase domain 29

	ADAM30
	NM_021794
	Hs.283011
	ADAM metallopeptidase domain 30

	ADAM7
	AF215824
	Hs.116147
	ADAM metallopeptidase domain 7

	ADAM8
	AI814527
	Hs.501574
	ADAM metallopeptidase domain 8 /// ADAM metallopeptidase domain 8

	ADAM9
	NM_003816
	Hs.591852
	ADAM metallopeptidase domain 9 (meltrin gamma)

	ADRA1A
	D32201
	Hs.52931
	adrenergic, alpha-1A-, receptor

	ADRA1B
	NM_000679
	Hs.368632
	adrenergic, alpha-1B-, receptor

	ADRA1D
	M76446
	Hs.557
	adrenergic, alpha-1D-, receptor

	ADRA2A
	AF284095
	Hs.249159
	adrenergic, alpha-2A-, receptor /// adrenergic, alpha-2A-, receptor

	ADRA2B
	NM_000682
	Hs.247686
	adrenergic, alpha-2B-, receptor

	ADRA2C
	AI264306
	Hs.123022
	adrenergic, alpha-2C-, receptor

	ADRB1
	NM_000684
	Hs.591914
	adrenergic, beta-1-, receptor

	ADRB2
	NM_000024
	Hs.591251
	adrenergic, beta-2-, receptor, surface

	ADRB3
	NM_000025
	Hs.2549
	adrenergic, beta-3-, receptor

	AGT
	NM_000029
	Hs.19383
	angiotensinogen (serpin peptidase inhibitor, clade A, member 8)

	AGTR1
	NM_000685
	Hs.477887
	angiotensin II receptor, type 1

	AGTR2
	U16957
	Hs.405348
	angiotensin II receptor, type 2

	AKR1B1
	NM_001628
	Hs.521212
	aldo-keto reductase family 1, member B1 (aldose reductase)

	AKR1B10
	NM_020299
	Hs.116724
	aldo-keto reductase family 1, member B10 (aldose reductase)

	BDKRB1
	NM_000710
	Hs.525572
	bradykinin receptor B1

	BDKRB2
	NM_000623
	Hs.525572
	bradykinin receptor B2

	BMP1
	NM_006129
	Hs.1274
	bone morphogenetic protein 1

	BMP10
	NM_014482
	Hs.158317
	bone morphogenetic protein 10

	BMP15
	NM_005448
	Hs.532692
	bone morphogenetic protein 15

	BMP2
	AA583044
	Hs.73853
	bone morphogenetic protein 2

	BMP3
	NM_001201
	Hs.121507
	bone morphogenetic protein 3 (osteogenic)

	BMP4
	D30751
	Hs.68879
	bone morphogenetic protein 4

	BMP5
	NM_021073
	Hs.296648
	bone morphogenetic protein 5

	BMP6
	NM_001718
	Hs.285671
	bone morphogenetic protein 6

	BMP7
	AL157414
	Hs.473163
	Bone morphogenetic protein 7 (osteogenic protein 1)

	BMP8A
	NM_001720
	Hs.472497
	bone morphogenetic protein 8a

	BMP8B
	NM_001720
	Hs.472491
	bone morphogenetic protein 8b (osteogenic protein 2)

	CASP1
	AI719655
	Hs.2490
	caspase 1, apoptosis-related cysteine peptidase (interleukin 1, beta, convertase)

	CASP3
	NM_004346
	Hs.141125
	caspase 3, apoptosis-related cysteine peptidase

	CCL2
	S69738
	Hs.303649
	chemokine (C-C motif) ligand 2

	CCL21
	NM_002989
	Hs.57907
	chemokine (C-C motif) ligand 21

	CCR7
	NM_001838
	Hs.370036
	chemokine (C-C motif) receptor 7 /// chemokine (C-C motif) receptor 7

	CD68
	NM_001251
	Hs.129673
	CD68 antigen

	CDH5
	NM_001795
	Hs.76206
	cadherin 5, type 2, VE-cadherin (vascular epithelium)

	CDKN1A
	NM_000389
	Hs.370771
	cyclin-dependent kinase inhibitor 1A (p21, Cip1)

	CMA1
	NM_001836
	Hs.135626
	chymase 1, mast cell

	COL1A1
	K01228
	Hs.172928
	collagen, type I, alpha 1

	COL1A2
	NM_000089
	Hs.489142
	collagen, type I, alpha 2

	COL4A1
	AI922605
	Hs.17441
	collagen, type IV, alpha 1

	COL4A2
	X05610
	Hs.508716
	collagen, type IV, alpha 2

	COL4A3
	M81379
	Hs.570065
	collagen, type IV, alpha 3 (Goodpasture antigen)

	COL4A4
	D17391
	Hs.591645
	collagen, type IV, alpha 4

	COL4A5
	AW052179
	Hs.369089
	collagen, type IV, alpha 5 (Alport syndrome)

	COL4A6
	BC005305
	Hs.145586
	collagen, type IV, alpha 6

	CTGF
	M92934
	Hs.591346
	connective tissue growth factor

	EDN1
	J05008
	Hs.511899
	endothelin 1

	EDN2
	NM_001956
	Hs.1407
	endothelin 2

	EDN3
	NM_000114
	Hs.1408
	endothelin 3

	EDNRA
	NM_001957
	Hs.183713
	endothelin receptor type A

	EDNRB
	NM_000115
	Hs.82002
	endothelin receptor type B

	EGF
	NM_001963
	Hs.419815
	epidermal growth factor (beta-urogastrone)

	EGFR
	NM_005228
	Hs.488293
	epidermal growth factor receptor (erythroblastic leukemia viral (v-erb-b) oncogene homolog, avian)

	EHF
	AF203977
	Hs.502306
	ets homologous factor

	ELF1
	M82882
	Hs.135646
	E74-like factor 1 (ets domain transcription factor)

	ELF2
	NM_006874
	Hs.480763
	E74-like factor 2 (ets domain transcription factor)

	ELF3
	AF017307
	Hs.67928
	E74-like factor 3 (ets domain transcription factor, epithelial-specific )

	ELF4
	NM_001421
	Hs.271940
	E74-like factor 4 (ets domain transcription factor)

	ELF5
	AF115403
	Hs.11713
	E74-like factor 5 (ets domain transcription factor)

	ELK1
	NM_005229
	Hs.181128
	ELK1, member of ETS oncogene family

	ELK1
	NM_005229
	Hs.181128
	ELK1, member of ETS oncogene family

	ELK3
	NM_005230
	Hs.591015
	ELK3, ETS-domain protein (SRF accessory protein 2)

	ELK4
	NM_001973
	Hs.497520
	ELK4, ETS-domain protein (SRF accessory protein 1)

	ERF
	NM_006494
	Hs.466828
	Ets2 repressor factor

	ERG
	M21535
	Hs.473819
	v-ets erythroblastosis virus E26 oncogene like (avian) 

	ETS1
	NM_005238
	Hs.369438
	v-ets erythroblastosis virus E26 oncogene homolog 1 (avian)

	ETS2
	AL575509
	Hs.592158
	v-ets erythroblastosis virus E26 oncogene homolog 2 (avian)

	ETV1
	NM_004956
	Hs.22634
	ets variant gene 1

	ETV2
	AV693985
	Hs.194061
	ets variant gene 2

	ETV3
	L16464
	Hs.352672
	ets variant gene 3

	ETV4
	U35622
	Hs.434059
	ets variant gene 4 (E1A enhancer binding protein, E1AF) 

	ETV5
	BF060791
	Hs.43697
	ets variant gene 5 (ets-related molecule)

	ETV6
	NM_001987
	Hs.504765
	ets variant gene 6 (TEL oncogene)

	ETV7
	AF147782
	Hs.272398
	ets variant gene 7 (TEL2 oncogene)

	FEV
	NM_017521
	Hs.234759
	FEV (ETS oncogene family)

	FGF2
	M27968
	Hs.284244
	fibroblast growth factor 2 (basic)

	FLI1
	NM_002017
	Hs.504281
	Friend leukemia virus integration 1

	FLII
	U80184
	Hs.513984
	flightless I homolog (Drosophila)

	FLJ10038
	NM_017976
	---
	hypothetical protein FLJ10038

	FLT1
	NM_002019
	Hs.507621
	fms-related tyrosine kinase 1 (vascular endothelial growth factor/vascular permeability factor receptor)

	FLT4
	U43143
	Hs.62492
	fms-related tyrosine kinase 4

	FN1
	AF130095
	Hs.203717
	fibronectin 1

	GABPA
	D13318
	Hs.473470
	GA binding protein transcription factor, alpha subunit 60kDa

	GABPB2
	NM_005254
	Hs.511316
	GA binding protein transcription factor, beta subunit 2

	HGF
	X16323
	Hs.396530
	hepatocyte growth factor (hepapoietin A; scatter factor)

	HMOX1
	NM_002133
	Hs.517581
	heme oxygenase (decycling) 1

	HSPA1A
	NM_005345
	Hs.520028
	heat shock 70kDa protein 1A

	ICAM1
	AI608725
	Hs.515126
	intercellular adhesion molecule 1 (CD54), human rhinovirus receptor

	ICAM2
	NM_000873
	Hs.431460
	intercellular adhesion molecule 2

	ICAM3
	NM_002162
	Hs.75516
	intercellular adhesion molecule 3

	ICAM4
	NM_001544
	Hs.631609
	intercellular adhesion molecule 4, Landsteiner-Wiener blood group

	ICAM5
	NM_003259
	Hs.465862
	intercellular adhesion molecule 5, telencephalin

	IGF1
	M29644
	Hs.160562
	insulin-like growth factor 1 (somatomedin C)

	IGF1R
	AI830698
	Hs.592020
	Insulin-like growth factor 1 receptor

	IGF1R
	AI830698
	Hs.592020
	Insulin-like growth factor 1 receptor

	IGF1R
	AI830698
	Hs.592020
	Insulin-like growth factor 1 receptor

	IGFBP1
	NM_000596
	Hs.401316
	insulin-like growth factor binding protein 1

	IGFBP2
	NM_000597
	Hs.438102
	insulin-like growth factor binding protein 2, 36kDa

	IGFBP3
	M31159
	Hs.450230
	insulin-like growth factor binding protein 3

	IGFBP3
	M31159
	Hs.450230
	insulin-like growth factor binding protein 3

	IL10
	NM_000572
	Hs.193717
	interleukin 10

	IL18
	NM_001562
	Hs.83077
	interleukin 18 (interferon-gamma-inducing factor)

	IL1B
	NM_000576
	Hs.126256
	interleukin 1, beta

	IL4
	NM_000589
	Hs.73917
	interleukin 4

	IL6
	NM_000600
	Hs.512234
	interleukin 6 (interferon, beta 2)

	KDR
	NM_002253
	Hs.479756
	kinase insert domain receptor (a type III receptor tyrosine kinase)

	KNG1
	NM_000893
	Hs.77741
	kininogen 1

	LOC221810/ETV1
	X87175
	Hs.22634
	ets variant gene 1

	MET
	NM_000245
	Hs.132966
	met proto-oncogene (hepatocyte growth factor receptor)

	MGC5618
	BC001980
	---
	hypothetical protein MGC5618

	MKI67
	AU152107
	Hs.80976
	antigen identified by monoclonal antibody Ki-67

	MMP1
	NM_002421
	Hs.83169
	matrix metallopeptidase 1 (interstitial collagenase)

	MMP10
	NM_002425
	Hs.2258
	matrix metallopeptidase 10 (stromelysin 2)

	MMP11
	AI761713
	Hs.143751
	matrix metallopeptidase 11 (stromelysin 3)

	MMP12
	NM_002426
	Hs.1695
	matrix metallopeptidase 12 (macrophage elastase)

	MMP13
	NM_002427
	Hs.2936
	matrix metallopeptidase 13 (collagenase 3) 

	MMP14
	Z48481
	Hs.2399
	matrix metallopeptidase 14 (membrane-inserted)

	MMP15
	NM_002428
	Hs.80343
	matrix metallopeptidase 15 (membrane-inserted)

	MMP16
	AB009303
	Hs.546267
	matrix metallopeptidase 16 (membrane-inserted)

	MMP17
	NM_016155
	Hs.159581
	matrix metallopeptidase 17 (membrane-inserted)

	MMP19
	NM_002429
	Hs.591033
	matrix metallopeptidase 19

	MMP2
	NM_004530
	Hs.513617
	matrix metallopeptidase 2 (gelatinase A, 72kDa gelatinase, 72kDa type IV collagenase)

	MMP20
	NM_004771
	Hs.591946
	matrix metallopeptidase 20 (enamelysin)

	MMP23B/A
	NM_004659
	Hs.584829
	matrix metallopeptidase 23B /// matrix metallopeptidase 23A

	MMP24
	NM_006690
	Hs.567417
	matrix metallopeptidase 24 (membrane-inserted)

	MMP25
	NM_022718
	Hs.312579
	matrix metallopeptidase 25

	MMP26
	NM_021801
	Hs.204732
	matrix metallopeptidase 26

	MMP27
	NM_022122
	Hs.534479
	matrix metallopeptidase 27

	MMP28
	NM_024302
	Hs.380710
	matrix metallopeptidase 28

	MMP3
	NM_002422
	Hs.375129
	matrix metallopeptidase 3 (stromelysin 1, progelatinase)

	MMP7
	NM_002423
	Hs.2256
	matrix metallopeptidase 7 (matrilysin, uterine)

	MMP8
	NM_002424
	Hs.161839
	matrix metallopeptidase 8 (neutrophil collagenase)

	MMP9
	NM_004994
	Hs.297413
	matrix metallopeptidase 9 (gelatinase B, 92kDa gelatinase, 92kDa type IV collagenase)

	MMPL1
	NM_004142
	Hs.312579
	matrix metallopeptidase-like 1

	MPO
	J02694
	Hs.458272
	myeloperoxidase

	NFKB1
	M55643
	Hs.431926
	nuclear factor of kappa light polypeptide gene enhancer in B-cells 1 (p105)

	NFKB2
	NM_002502
	Hs.73090
	nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 (p49/p100)

	NOS1
	NM_000620
	Hs.253420
	nitric oxide synthase 1 (neuronal)

	NOS2A
	L24553
	Hs.462525
	nitric oxide synthase 2A (inducible, hepatocytes)

	NOS3
	NM_000603
	Hs.438823
	nitric oxide synthase 3 (endothelial cell)

	OLR1
	AF035776
	Hs.412484
	oxidised low density lipoprotein (lectin-like) receptor 1

	PDGFA
	NM_002607
	Hs.535898
	platelet-derived growth factor alpha polypeptide

	PDGFB
	NM_002608
	Hs.1976
	platelet-derived growth factor beta polypeptide (simian sarcoma viral (v-sis) oncogene homolog)

	PDGFC
	NM_016205
	Hs.570855
	platelet derived growth factor C

	PECAM1
	AA702701
	Hs.514412
	platelet/endothelial cell adhesion molecule (CD31 antigen)

	PLAT
	NM_000930
	Hs.491582
	plasminogen activator, tissue

	PLAU
	NM_002658
	Hs.77274
	plasminogen activator, urokinase

	REL
	NM_002908
	Hs.631886
	v-rel reticuloendotheliosis viral oncogene homolog (avian)

	RELA
	NM_021975
	Hs.502875
	v-rel reticuloendotheliosis viral oncogene homolog A, nuclear factor of kappa light polypeptide gene enhancer in B-cells 3, p65 (avian)

	RELA
	NM_021975
	Hs.502875
	v-rel reticuloendotheliosis viral oncogene homolog A, nuclear factor of kappa light polypeptide gene enhancer in B-cells 3, p65 (avian)

	RELB
	NM_006509
	Hs.307905
	v-rel reticuloendotheliosis viral oncogene homolog B, nuclear factor of kappa light polypeptide gene enhancer in B-cells 3 (avian)

	REN
	NM_000537
	Hs.3210
	renin

	SELE
	NM_000450
	Hs.89546
	selectin E (endothelial adhesion molecule 1)

	SERPINE1
	AL574210
	Hs.414795
	serpin peptidase inhibitor, clade E (nexin, plasminogen activator inhibitor type 1), member 1

	SOD1
	NM_000454
	Hs.443914
	superoxide dismutase 1, soluble (amyotrophic lateral sclerosis 1 (adult))

	SOD2
	AL050388
	Hs.487046
	superoxide dismutase 2, mitochondrial

	SOD3
	NM_003102
	Hs.2420
	superoxide dismutase 3, extracellular

	SPDEF
	AI745526
	Hs.485158
	SAM pointed domain containing ets transcription factor

	SPI1
	NM_003120
	Hs.502511
	spleen focus forming virus (SFFV) proviral integration oncogene spi1

	SPIB
	NM_003121
	Hs.437905
	Spi-B transcription factor (Spi-1/PU.1 related) /// Spi-B transcription factor (Spi-1/PU.1 related)

	SPP1
	M83248
	Hs.313
	secreted phosphoprotein 1 (osteopontin, bone sialoprotein I, early T-lymphocyte activation 1)

	T1A-2/PDPN
	AU154455
	Hs.468675
	podoplanin

	TGFB1
	NM_000660
	Hs.155218
	transforming growth factor, beta 1 (Camurati-Engelmann disease)

	TGFB2
	BF061658
	Hs.133379
	Transforming growth factor, beta 2

	TGFB2
	BF061658
	Hs.133379
	Transforming growth factor, beta 2

	TGFB3
	J03241
	Hs.592317
	transforming growth factor, beta 3

	TGFBI
	NM_000358
	Hs.369397
	transforming growth factor, beta-induced, 68kDa

	TGFBR1
	NM_004612
	Hs.494622
	transforming growth factor, beta receptor I (activin A receptor type II-like kinase, 53kDa)

	TGFBR2
	NM_003242
	Hs.82028
	transforming growth factor, beta receptor II (70/80kDa)

	TGFBR3
	NM_003243
	Hs.482390
	transforming growth factor, beta receptor III (betaglycan, 300kDa)

	TIMP1
	NM_003254
	Hs.522632
	TIMP metallopeptidase inhibitor 1

	TIMP2
	NM_003255
	Hs.104839
	TIMP metallopeptidase inhibitor 2

	TIMP3
	NM_000362
	Hs.297324
	TIMP metallopeptidase inhibitor 3 (Sorsby fundus dystrophy, pseudoinflammatory)

	TIMP4
	NM_003256
	Hs.591665
	TIMP metallopeptidase inhibitor 4

	VCAM1
	NM_001078
	Hs.109225
	vascular cell adhesion molecule 1

	VEGF
	AF022375
	Hs.73793
	vascular endothelial growth factor

	VEGFB
	NM_003377
	Hs.78781
	vascular endothelial growth factor B

	VEGFC
	U58111
	Hs.435215
	vascular endothelial growth factor C

	VHL
	NM_000551
	Hs.517792
	von Hippel-Lindau tumor suppressor

	VIM
	AI922599
	Hs.533317
	vimentin

	VWF
	NM_000552
	Hs.440848
	von Willebrand factor


Table S2: Microarray gene expression data of the tubular marker genes and genes involved in the VEGF, EGF and angiopoietin Tie-2 pathway. The vast majority of these genes were either below cut-off (BC) or not significantly altered. Only ALDOB, KNG1, PRODH2 and VEGFB showed a significantly reduced mRNA expression.
Table S2

	Gene Symbol
	Probe Set ID
	Expression
	Gene Title

	ALDOB
	204704_s_at
	down
	aldolase B, fructose-bisphosphate

	ALDOB
	204705_x_at
	down
	aldolase B, fructose-bisphosphate

	ALDOB
	211357_s_at
	not significant 
	aldolase B, fructose-bisphosphate

	ALDOB
	217238_s_at
	down
	aldolase B, fructose-bisphosphate

	ANGPT1
	205608_s_at
	BC
	angiopoietin 1

	ANGPT1
	205609_at
	BC
	angiopoietin 1

	ANGPT2
	205572_at
	BC
	angiopoietin 2

	ANGPT2
	211148_s_at
	BC
	angiopoietin 2

	ANGPT4
	221134_at
	BC
	angiopoietin 4

	AQP1
	207542_s_at
	not significant 
	aquaporin 1 (Colton blood group)

	AQP1
	209047_at
	not significant 
	aquaporin 1 (Colton blood group)

	AQP2
	206672_at
	not significant 
	aquaporin 2 (collecting duct)

	CLCNKB
	205985_x_at
	not significant 
	chloride channel Kb

	CLCNKA /// CLCNKB
	207047_s_at
	not significant 
	chloride channel Ka /// chloride channel Kb

	EGFR
	201983_s_at
	BC
	epidermal growth factor receptor (erythroblastic leukemia viral (v-erb-b) oncogene homolog, avian)

	EGFR
	201984_s_at
	not significant 
	epidermal growth factor receptor (erythroblastic leukemia viral (v-erb-b) oncogene homolog, avian)

	EGFR
	210984_x_at
	BC
	epidermal growth factor receptor (erythroblastic leukemia viral (v-erb-b) oncogene homolog, avian)

	EGFR
	211550_at
	BC
	epidermal growth factor receptor (erythroblastic leukemia viral (v-erb-b) oncogene homolog, avian)

	EGFR
	211551_at
	BC
	epidermal growth factor receptor (erythroblastic leukemia viral (v-erb-b) oncogene homolog, avian)

	EGFR
	211607_x_at
	not significant 
	epidermal growth factor receptor (erythroblastic leukemia viral (v-erb-b) oncogene homolog, avian) 

	FIGF
	206742_at
	BC
	c-fos induced growth factor (vascular endothelial growth factor D)

	FLT1
	204406_at
	BC
	fms-related tyrosine kinase 1 (vascular endothelial growth factor/vascular permeability factor receptor)

	FLT1
	210287_s_at
	BC
	fms-related tyrosine kinase 1 (vascular endothelial growth factor/vascular permeability factor receptor)

	FLT1
	222033_s_at
	not significant 
	Fms-related tyrosine kinase 1 (vascular endothelial growth factor/vascular permeability factor receptor)

	FLT4
	210316_at
	BC
	fms-related tyrosine kinase 4

	FXYD2
	205674_x_at
	not significant 
	FXYD domain containing ion transport regulator 2

	FXYD2
	207434_s_at
	not significant 
	FXYD domain containing ion transport regulator 2

	HBEGF
	203821_at
	BC
	heparin-binding EGF-like growth factor

	HBEGF
	222076_at
	BC
	Heparin-binding EGF-like growth factor

	HBEGF
	38037_at
	BC
	heparin-binding EGF-like growth factor

	KDR
	203934_at
	BC
	kinase insert domain receptor (a type III receptor tyrosine kinase)

	KNG1
	206054_at
	down
	kininogen 1

	NAT8
	210289_at
	not significant 
	N-acetyltransferase 8 (camello like)

	NAT8 /// CML2
	206963_s_at
	not significant 
	N-acetyltransferase 8 (camello like) 

	PRODH2
	216696_s_at
	down
	proline dehydrogenase (oxidase) 2

	SLC12A1
	220281_at
	not significant 
	solute carrier family 12 (sodium/potassium/chloride transporters), member 1

	SLC12A3
	208354_s_at
	down
	solute carrier family 12 (sodium/chloride transporters), member 3

	SLC12A3
	215274_at
	not significant 
	solute carrier family 12 (sodium/chloride transporters), member 3

	TIE1
	204468_s_at
	BC
	tyrosine kinase with immunoglobulin-like and EGF-like domains 1

	UMOD
	206716_at
	not significant 
	uromodulin (uromucoid, Tamm-Horsfall glycoprotein)

	VEGFB
	203683_s_at
	down
	vascular endothelial growth factor B

	VEGFC
	209946_at
	BC
	vascular endothelial growth factor C


In vitro experiments:

Cell culture experiments

HK-2 cells (ATCC CRL-2190), proximal tubular epithelial cells derived from normal kidney, were cultured in DMEM/F-12 supplemented with 10% FCS, 1% ITS, hydrocortisone (36 ng/ml), penicillin (100 U/ml) and streptomycin (100 µg/ml). The cells were incubated at 37°C.  All experiments were performed after “growth-arrest” of 24h in serum-free medium. 

Total cellular RNA was then extracted using the Qiagen RNeasy kit. The mRNA expression was analyzed by real-time RT-PCR and ((Ct-method for target and housekeeping genes (GAPDH  and 18S rRNA).

Table S3: In vitro experiments with human proximal tubular cells mimicking conditions of proteinuria and hyperglycemia. HK-2 cells were cultured in different concentrations of human albumin at physiological and high glucose concentrations for various time periods. The mRNA expression of IL-8, VEGF and EGF was analyzed by real-time RT-PCR (data normalized to 18S rRNA are shown). The data represent fold changes compared to control condition and time point 0 (mean ( SD). (A) Short-term experiment (0-24h). 0h served as control. (B) Long-term experiment (0-6 days). 0 days served as control.
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	30 mM glucose

10 mg/ml albumin

	IL-8 mRNA
	
	
	
	
	
	

	0h
	1.0E+00 ( 4.0E-01
	1.0E+00 ( 5.2E-01
	1.0E+00 ( 8.2E-01
	1.0E+00 ( 6.6E-01
	1.0E+00 ( 1.4E+00
	1.0E+00 ( 1.9E-01

	3h
	3.6E-01 ( 1.4E-01
	8.5E-01 ( 1.9E-01
	7.5E-01 ( 2.9E-01
	6.9E-01 ( 9.7E-02
	5.8E-01 ( 2.6E-01
	4.6E+00 ( 2.3E+00

	6h
	7.3E-01 ( 3.3E-01
	6.4E+00 ( 7.0E+00
	1.9E+00 ( 1.0E+00
	1.1E+00 ( 5.0E-01
	7.9E-01 ( 6.4E-01
	3.9E+00 ( 1.2E+00

	12h
	5.1E-01 ( 1.7E-01
	1.2E+00 ( 4.0E-01
	1.2E+00 ( 4.5E-01
	6.3E-01 ( 1.4E-01
	6.0E-01 ( 2.3E-01
	1.5E+00 ( 2.0E-01

	24h
	3.9E-01 ( 1.1E-01
	5.7E-01 ( 1.1E-01
	5.6E-01 ( 1.8E-01
	4.5E-01 ( 1.7E-01
	5.1E-01 ( 2.7E-01
	1.2E+00 ( 1.5E-01

	
	
	
	
	
	
	

	VEGF mRNA
	
	
	
	
	
	

	0h
	1.0E+00 ( 5.0E-01
	1.0E+00 ( 4.9E-01
	1.0E+00 ( 8.5E-01
	1.0E+00 ( 7.5E-01
	1.0E+00 ( 1.2E+00
	1.0E+00 ( 7.3E-01

	3h
	5.2E-01 ( 3.8E-01
	6.1E-01 ( 3.1E-01
	5.9E-01 ( 4.4E-01
	9.6E-01 ( 7.3E-01
	6.1E-01 ( 4.1E-01
	2.3E+00 ( 1.1E+00

	6h
	6.7E-01 ( 2.0E-01
	2.2E+00 ( 2.9E+00
	6.1E-01 ( 4.2E-01
	7.6E-01 ( 6.0E-01
	5.0E-01 ( 4.2E-01
	1.4E+00 ( 7.3E-01

	12h
	5.0E-01 ( 3.5E-01
	1.6E+00 ( 1.9E+00
	4.5E-01 ( 3.3E-01
	4.7E-01 ( 2.4E-01
	3.9E-01 ( 2.1E-01
	8.7E-01 ( 3.7E-01

	24h
	5.2E-01 ( 2.6E-01
	7.5E-01 ( 4.5E-01
	5.1E-01 ( 3.6E-01
	5.0E-01 ( 3.1E-01
	4.1E-01 ( 2.5E-01
	1.1E+00 ( 5.6E-01

	
	
	
	
	
	
	

	EGF mRNA
	
	
	
	
	
	

	0h
	1.0E+00 ( 2.2E-01
	1.0E+00 ( 1.2E-01
	1.0E+00 ( 7.4E-01
	1.0E+00 ( 1.7E-01
	1.0E+00 ( 7.1E-01
	1.0E+00 ( 4.8E-02

	3h
	5.8E-01 ( 1.6E-01
	6.7E-01 ( 1.8E-01
	5.3E-01 ( 1.1E-01
	8.3E-01 ( 2.6E-01
	8.2E-01 ( 4.1E-01
	1.3E+00 ( 3.2E-01

	6h
	6.7E-01 ( 2.2E-01
	1.5E+00 ( 6.5E-01
	6.1E-01 ( 1.7E-01
	6.5E-01 (  1.3E-01
	6.5E-01 ( 1.2E-01
	9.8E-01 ( 3.3E-01

	12h
	7.0E-01 ( 1.8E-01
	1.3E+00 ( 2.6E-01
	5.5E-01 ( 1.0E-01
	8.6E-01 ( 1.7E-01
	8.1E-01 ( 1.6E-01
	8.5E-01 ( 3.8E-01

	24h
	9.7E-01 ( 1.9E-01
	1.4E+00 ( 3.1E-01
	7.2E-01 ( 1.7E-01
	8.4E-01 ( 2.6E-01
	8.5E-01 ( 3.3E-01
	1.9E+00 ( 5.7E-01


Table S3B

	
	7.75 mM glucose

0 µg/ml albumin
	7.75 mM glucose

50 µg/ml albumin
	7.75 mM glucose

100 µg/ml albumin
	30 mM glucose

0 µg/ml albumin
	30 mM glucose

50 µg/ml albumin
	30 mM glucose

100 µg/ml albumin

	IL-8 mRNA
	
	
	
	
	
	

	0 days
	1.0E+00 ( 4.0E-01
	1.0E+00 ( 5.9E-01
	1.0E+00 ( 7.4E-03
	1.0E+00 ( 2.1E-01
	1.0E+00 ( 6.3E-01
	1.0E+00 ( 3.9E-01

	3 days
	3.3E+00 ( 2.7E+00
	
	2.9E+00 ( 2.5E+00
	3.8E+00 ( 3.3E-01
	2.4E+00 ( 2.4E+00
	1.1E+00 ( 9.7E-01

	6 days
	2.2E+00 ( 9.2E-02
	4.1E+00 ( 1.3E+00
	1.0E+01 ( 3.7E+00
	3.5E+00 ( 6.9E-02
	3.7E+00 ( 1.3E+00
	6.5E+00 ( 3.2E+00

	
	
	
	
	
	
	

	VEGF mRNA
	
	
	
	
	
	

	0 days
	1.0E+00 ( 8.7E-01
	1.0E+00 ( 6.9E-01
	1.0E+00 ( 4.9E-03
	1.0E+00 ( 2.8E-01
	1.0E+00 ( 6.1E-01
	1.0E+00 ( 5.6E-01

	3 days
	2.0E+00 ( 1.6E+00
	
	2.3E+00 ( 1.5E+00
	1.7E+00 (  1.8E-01
	1.3E+00 ( 1.1E+00
	7.4E-01 ( 6.0E-01

	6 days
	2.6E+00 ( 2.4E-01
	1.1E+01 ( 3.4E+00
	1.4E+01 ( 1.1E+00
	2.2E+00 ( 5.9E-01
	4.7E+00 ( 2.1E+00
	8.0E+00 ( 3.6E+00

	
	
	
	
	
	
	

	EGF mRNA
	
	
	
	
	
	

	0 days
	1.0E+00 (2.2E-01
	1.0E+00 ( 3.3E-01
	1.0E+00 ( 1.0E-01
	1.0E+00 ( 2.0E-01
	1.0E+00 ( 6.8E-01
	1.0E+00 ( 3.6E-01

	3 days
	9.1E+00 ( 7.9E+00
	
	5.2E+00 ( 3.5E+00
	8.9E+00 ( 1.1E+00
	8.8E+00 ( 8.7E+00
	4.0E+00 ( 3.2E+00

	6 days
	3.1E+01 ( 5.3E+00
	9.5E+01 ( 4.3E+01
	1.1E+02 ( 2.0E+01
	5.1E+01 ( 9.0E+00
	7.6E+01 ( 3.7E+01
	2.1E+02 ( 1.0E+02


