
 

Supplemental Materials. 

Supplemental Table 1. Primer and Probes for TaqMan  

Supplemental Table 2. HLADPB1*04:01 in patient population and local healthy controls. 

Supplemental Figure 1. Gating schemes for flow cytometry staining. A) gating scheme for detection of 
peptide bound HLADPB+ cells shown with no peptide control. B) Example gating on a patient with PR3-
ANCA homozygous for 04:01 prior to expansion  C) Gating scheme for detection of tetramer positive 
cells post expansion. 

Supplemental Figure 2. The amino acid sequence alignment between DPB1*04:01 and DPB1*04:02 
shows differences at position 84, 85 and position 65 (A>V is conserved, likely with minimal impact on 
peptide binding).  

Supplemental Figure 3. HLA-DPB1 mRNA and protein expression do not differ between patients and 
healthy controls with DPB1. A) mRNA expression for DPB1 between disease states of PR3-ANCA 
patients (all DPB1*04:01 carriers) and healthy controls. No statistical differences between patients with 
active disease, remitting disease and healthy control carriers or patient non-carriers (Mann-Whitney test 
with a Bonferroni correlation). HLA-DPB1 gene expression is not dependent on allele copy number 
(denoted by shape). B) Mean fluorescence intensity (MFI) of DPB1 by flow cytometry on DPB1+ PBMCs 
to assess protein expression.  

Supplemental Figure 4. Phenotype of peptide stimulated T cells.  Ex vivo cryopreserved PBMCs from 
PR3-ANCA patients (active and LTROT) or healthy controls (HC) were incubated with PR3225-239 , 
scrambled peptide or no  peptide. Cell supernatant was analyzed for 6a) IL10 levels were reduced in the 
active  patient  populations, 6b) IFNγ was increased in response to PR3225-239 only in the active PR3-ANCA 
cohort and 6c) surface expression of CCR6  on HLA-DPB tetramer positive cells was lower in the LTROT 
cohort. 

Supplemental Figure 5. HLA-DRB1*04:01 loaded tetramers were used as a control and did not identify 
autoreactive T cell population. 
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