Supplementary Table 1. 

Correlation analysis between EGFR mutation and patient clinico-pathological features 

	
	
	EGFR
	

	
	
	Wild type
	Mutated
	P-Value

	Sex
	Female
	64 (40.3)
	23 (14.5)
	

	
	Male
	59 (37.1)
	13   (8.2)
	0.255

	Age
	Mean ± SD
	59.4 ± 11.5
	56.4 ± 14.0
	

	
	N, (Min,Max)
	121 (25,83)
	35 (33,76)
	0.400

	Stage
	I
	8 (5.1)
	3 (1.9)
	

	
	II
	10 (6.3)
	1 (0.6)
	

	
	III
	56 (35.4)
	10 (6.3)
	0.136

	
	IV
	49 (31.0)
	21 (13.3)
	

	Histology
	ADK
	113 (71.1)
	34 (21.4)
	

	
	Other
	10 (6.3)
	2 (1.3)
	1.000

	Smoking Status
	Never
	41 (27.1)
	23 (15.2)
	

	
	Former
	47 (31.1)
	10 (6.6)
	

	
	Current
	28 (18.5)
	2 (1.3)
	0.003

	EGFR amplification
	No
	117 (74.0)
	26 (16.5)
	

	
	Yes
	6 (3.8)
	9 (5.7)
	< .001

	Polysomy 7
	None
	70 (44.6)
	17 (10.8)
	

	
	Low
	21 (13.4)
	5 (3.2)
	

	
	High
	31 (19.8)
	13 (8.3)
	0.395

	Trisomy 7
	None
	53 (33.8)
	24 (15.3)
	

	
	Low
	45 (28.7)
	5 (3.4)
	

	
	High
	24 (15.3)
	6 (3.8)
	0.019

	K-RAS
	Wild
	93 (62.0)
	33 (22.0)
	

	
	Mutated
	24 (16.0)
	0
	0.005


