Table S2 More information about the whole exome sequencing

	Sample Name
	Good reads
	Mapped Reads
	Mapped Ratio(%)
	Unique Mapped Reads
	Unique Mapped Ratio(%)

	Patient
	93935600
	93773683
	99.83
	84009303
	89.43

	Father
	132299638
	132099208
	99.85
	116956573
	88.4

	Mother
	111349326
	111214053
	99.88
	98870357
	88.79
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