Supplementary Figure 1: we conducted a risk score analysis of the three glycolysis-associated genes that were
included in the prognostic model in the GSE70866 cohort: (A) PCA plot for IPF patients premised on the risk
score in the GSE70866 cohort, (B) Survival plots for patients classified into high- or low-risk groups in the
GSE70866.cohort, (C) Prediction of the overall survival in the GSE70866 cohort using the ROC curve.
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