Supplemental Digital Content 2. Partial dependency plots depicting the directionality of associations between risk features and classification in

the trajectory group with slow CD4+ T-cell recovery vs. high CD8+ T-cell count.
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SDC 2. Partial dependency plots depicting linear and nonlinear associations between predictors of CD4/CD8 T-cell ratio inversion due to slow
CDA4+ T-cell recovery (group 4) vs. high CD8+ T-cell count (group 5). Red color represents classification in the slow CD4+ T-cell recovery group.
Blue color represents classification in the high CD8+ T-cell group. Lower WBC, higher VL, worse Color Trails 1 performance, and lower ratings of

QOL predicted slow CD4+ T-cell recovery.



Supplemental Digital Content 2 (continued). Partial dependency plots depicting the directionality of associations between risk features and

classification in the trajectory group with slow CD4+ T-cell recovery vs. high CD8+ T-cell count.
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SDC 2 cont. Partial dependency plots depicting linear and nonlinear associations between predictors of CD4/CD8 T-cell ratio inversion due to
slow CD4+ T-cell recovery (group 4) vs. high CD8+ T-cell count (group 5). Red color represents classification in the slow CD4+ T-cell recovery

group. Blue color represents classification in the high CD8+ T-cell group.



Supplemental Digital Content 2 (continued). Partial dependency plots depicting the directionality of associations between risk features and

classification in the trajectory group with slow CD4+ T-cell recovery vs. high CD8+ T-cell count.
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SDC 2 cont. Partial dependency plots depicting linear and nonlinear associations between predictors of CD4/CD8 T-cell ratio inversion due to
slow CD4+ T-cell recovery (group 4) vs. high CD8+ T-cell count (group 5). Red color represents classification in the slow CD4+ T-cell recovery

group. Blue color represents classification in the high CD8+ T-cell group.



