	Participant ID #
	History sdNVP
	History peripartum ZDV±3TC 
	Plasma HIV-1 RNA Copies/mL
	ART regimen prescribed
	Month that switched ≥1 antiretroviral
	ART regimen at month-12 of ART
	HIV drug-resistance in plasma and PBMC on date that ART was initiated
	Virologic Outcome (Month  VF detected)
	Mutant Populations Detected by CS at Study Conclusion

	
	
	
	
	
	
	
	DRM Detected By OLA, CS ± NGS 
	DRM detected by CS of plasma/PBMC
	% DRM in PBMC by NGS 
	% DRM by OLA of Plasma
	% DRM by OLA of PBMC
	Mutant Load= % mutant in plasma by OLA x plasma HIV RNA
	Cumulative Stanford Resistance  Score based on ART Regimen
	
	

	ARV-naïve at ART initiation

	19836
	no
	no
	80,120
	ZDV+3TC+NVP
	 
	ZDV+3TC+NVP
	A98G†
	n/--
	3
	--
	--
	--
	270
	VF (2)
	A98G, K101E, V118I, M184V, G190A, T215F

	
	
	
	
	
	 
	
	K101E
	y/--
	55
	--
	--
	--
	
	
	

	
	
	
	
	
	 
	
	K103N
	y/--
	19
	86
	60
	69K
	
	
	

	
	
	
	
	
	 
	
	M184V
	y/--
	56
	100
	55
	80K
	
	
	

	
	
	
	
	
	 
	
	G190A
	y/--
	56
	100
	60
	80K
	
	
	

	85051
	no
	no
	74,241
	ZDV+3TC+NVP
	 
	ZDV+3TC+NVP
	K103N
	y/--
	94
	100
	100
	74K
	125
	VF (2)
	K70R, K103N, E138Q, M184V

	
	
	
	
	
	
	
	V108I†
	n/--
	11
	--
	--
	--
	
	
	

	
	
	
	
	
	
	
	M184V
	y/--
	73
	100
	77
	74K
	
	
	

	90802
	no
	no
	294,000
	ZDV+3TC+NVP
	 
	ZDV+3TC+NVP
	K103N
	y/--
	96
	100
	90
	294K
	155
	VF (2)
	K70R, K103N, M184V, P225H

	
	
	
	
	
	
	
	M184V†
	n/--
	2
	wt
	wt
	0
	
	
	

	
	
	
	
	
	
	
	P225H†
	n/--
	2
	--
	--
	--
	
	
	

	93641
	no
	no
	165,468
	ZDV+3TC+NVP
	 
	ZDV+3TC+NVP
	G190A
	y/--
	64
	89
	85
	267K
	60
	VF (4)
	K101E, M184V, G190A

	60352
	no
	no
	23,749
	ZDV+3TC+NVP
	6-8
	d4T+3TC+NVP
	K103N
	y/y
	88
	100
	88
	39K
	60
	VF (4)
	K103N, M184V

	14522
	no
	no
	55,919
	ZDV+3TC+NVP
	 
	ZDV+3TC+NVP
	G190E†
	n/--
	2
	--
	--
	--
	60
	VF (6)
	K70KR, Y181C, M184V, K219KE

	50613
	no
	no
	7,039
	ZDV+3TC+NVP
	 
	ZDV+3TC+NVP
	K70T†
	n/--
	4
	--
	--
	--
	10
	VF (12)
	no DRM

	50729
	no
	no
	91,202
	ZDV+3TC+NVP
	 
	ZDV+3TC+NVP
	K65R†
	n/--
	4
	--
	--
	--
	15
	suppression
	not sequenced

	66309
	no
	no
	4,053
	ZDV+3TC+NVP
	 
	ZDV+3TC+NVP
	Y181C
	n/n
	4
	14
	wt
	567
	60
	suppression
	not sequenced

	84553
	no
	no
	211,700
	ZDV+3TC+NVP
	 
	ZDV+3TC+NVP
	M184I†
	n/--
	3
	--
	--
	--
	50
	suppression
	not sequenced

	76037
	no
	no
	11,840
	ZDV+3TC+NVP
	 
	ZDV+3TC+NVP
	D67N†
	n/--
	1
	--
	--
	--
	25
	suppression
	not sequenced

	
	
	
	
	
	
	
	K70Qa
	y/--
	0
	--
	--
	--
	
	
	

	16568
	no
	no
	19,490
	ZDV+3TC+NVP
	 
	ZDV+3TC+NVP
	Y188H†
	n/--
	3
	--
	--
	--
	60
	suppression
	no DRM

	57160
	no
	no
	292,200
	ZDV+3TC+NVP
	 
	ZDV+3TC+NVP
	V179D†
	n/--
	2
	--
	--
	--
	10
	suppression
	not sequenced

	80351
	no
	no
	<40
	ZDV+3TC+NVP
	 
	ZDV+3TC+NVP
	M184I†
	--/n
	3
	--
	--
	--
	50
	suppression
	not sequenced

	sdNVP ± ZDV/3TC-experienced at ART initiation

	60791
	yes
	no
	138,882
	ZDV+3TC+NVP
	 
	ZDV+3TC+NVP
	D67N
	y/--
	49
	--
	--
	--
	245
	VF (2)
	    D67DN, K70KR, L74LI, A98G, K103KN, E138EQ, M184MV, T215TI, K219Q
   

	
	
	
	
	
	
	
	K70R
	y/--
	77
	--
	--
	--
	
	
	

	
	
	
	
	
	
	
	L74I
	y/--
	9
	--
	--
	--
	
	
	

	
	
	
	
	
	
	
	A98G
	y/--
	43
	--
	--
	--
	
	
	

	
	
	
	
	
	
	
	K103N
	y/--
	94
	100
	94
	139K
	
	
	

	
	
	
	
	
	
	
	E138Q*
	y/--
	--
	--
	--
	--
	
	
	

	
	
	
	
	
	
	
	M184V
	y/--
	84
	100
	84
	139K
	
	
	

	
	
	
	
	
	
	
	T215I
	y/--
	4
	--
	--
	--
	
	
	

	
	
	
	
	
	
	
	K219Q
	y/--
	52
	--
	--
	--
	
	
	

	49720
	yes
	no
	20,572
	d4T+3TC+NVP
	 
	d4T+3TC+NVP
	K103N
	y/--
	31
	100
	88
	21K
	150
	VF (2)
	M41L, D67N, K103N,  V179T, M184V, T215Y

	
	
	
	
	
	
	
	M184V
	y/--
	55
	100
	71
	21K
	
	
	

	
	
	
	
	
	
	
	T215Y
	y/--
	47
	--
	--
	--
	
	
	

	
	
	
	
	
	
	
	T215S†
	n/--
	1
	--
	--
	--
	
	
	

	94372
	yes
	no
	417,290
	d4T+3TC+NVP
	 
	d4T+3TC+NVP
	K103N
	y/y
	97
	100
	95
	417K
	120
	VF (2)
	D67N, K101PQT, K103N, V108I,  M184V, T215NSY

	
	
	
	
	
	
	
	V108I
	y/y
	29
	--
	--
	--
	
	
	

	
	
	
	
	
	
	
	P225H†
	n/n
	3
	--
	--
	--
	
	
	

	81297
	yes
	no
	441,040
	d4T+3TC+NVP
	 
	d4T+3TC+NVP
	K103N
	y/y
	36
	17
	24
	75
	60
	VF (2)
	no DRM

	55696
	yes
	yes
	17,667
	ZDV+3TC+NVP
	 
	ZDV+3TC+NVP
	D67N
	y/--
	70
	--
	--
	--
	205
	VF (2)
	D67N, K70R, A98G, M184V, G190A, T215IF, K219Q

	
	
	
	
	
	
	
	K70R
	y/--
	72
	--
	--
	--
	
	
	

	
	
	
	
	
	
	
	M184V
	y/--
	60
	100
	75
	18K
	
	
	

	
	
	
	
	
	
	
	G190A
	y/--
	61
	97
	85
	17K
	
	
	

	
	
	
	
	
	
	
	T215I
	y/--
	1
	--
	--
	--
	
	
	

	
	
	
	
	
	
	
	K219Q
	y/--
	56
	--
	--
	--
	
	
	

	92743
	yes
	yes
	260,544
	ZDV+3TC+NVP
	 
	ZDV+3TC+NVP
	A98G†
	n/--
	2
	--
	--
	--
	170
	VF (2)
	D67N, K70R, M184V, T215I, K219E, G190A

	
	
	
	
	
	
	
	K101E†
	n/--
	1
	 
	 
	 
	
	
	

	
	
	
	
	
	
	
	M184V
	y/--
	95
	100
	97
	261K
	
	
	

	
	
	
	
	
	
	
	G190A
	y/--
	97
	100
	95
	261K
	
	
	

	74975
	yes
	yes
	44,343
	d4T+3TC+NVP
	 
	d4T+3TC+NVP
	K70R†
	n/--
	9
	--
	--
	--
	30
	VF (2)
	no DRM

	47780
	yes
	yes
	882,080
	d4T+3TC+NVP
	 
	d4T+3TC+NVP
	K219Q†
	n/--
	5
	--
	--
	--
	10
	VF (2)
	K65R, Y181CFGV, M184V

	90162
	yes
	yes
	623,342
	ZDV+3TC+NVP
	 
	ZDV+3TC+NVP
	D67N†
	n/--
	1
	--
	--
	--
	45
	VF (2)
	D67N, K70R, A98G, K103N, E138Q, M184V

	
	
	
	
	
	
	
	K70R†
	n/--
	24
	--
	--
	--
	
	
	

	95651
	yes
	yes
	303,535
	ZDV+3TC+NVP
	 
	ZDV+3TC+NVP
	V108I†
	n/--
	1
	--
	--
	--
	15
	VF (2)
	no DRM

	45804
	yes
	yes
	1,834,436
	d4T+3TC+NVP
	6-8
	d4T+3TC+EFV
	M184V†
	n/--
	7
	wt
	wt
	0
	50
	VF (2)
	M184V, G190A, P225H

	78955
	yes
	yes
	83,230
	ZDV+3TC+NVP
	 
	ZDV+3TC+NVP
	A98G
	y/y
	98
	--
	--
	--
	140
	VF (4)
	A98G, K103N, E138K, M184V

	
	
	
	
	
	
	
	K103N
	y/y
	67
	18
	50
	15K
	
	
	

	
	
	
	
	
	
	
	M184Vb
	n/y
	4
	wt
	wt
	0
	
	
	

	43828
	yes
	yes
	23,140
	d4T+3TC+NVP
	4
	TDF+3TC+NVP
	K101E†
	--/n
	2
	--
	--
	--
	35
	VF (4)
	K103N, M184V

	31834
	yes
	no
	112,071
	ZDV+3TC+NVP
	 
	ZDV+3TC+NVP
	K103N†
	n/--
	1
	wt
	wt
	0
	60
	VF (4)
	K103N, M184V

	22931
	yes
	no
	130,497
	ZDV+3TC+NVP
	 
	ZDV+3TC+NVP
	K103N†
	n/--
	1
	wt
	wt
	0
	60
	VF (12)
	D67N, M184V, G190A

	
	
	
	
	
	
	
	K103T†
	n/--
	4
	--
	--
	--
	
	
	

	97753
	yes
	no
	210,351
	ZDV+3TC+NVP
	 
	ZDV+3TC+NVP
	K103N
	y/y
	95
	100
	100
	210K
	60
	suppression
	not sequenced

	42905
	yes
	no
	13,582
	ZDV+3TC+NVP
	 
	ZDV+3TC+NVP
	K103N
	y/y
	85
	100
	82
	14K
	90
	suppression
	not sequenced

	
	
	
	
	
	
	
	M230I†
	n/n
	2
	--
	--
	--
	
	
	

	55163
	yes
	no
	145,775
	ZDV+3TC+NVP
	 
	ZDV+3TC+NVP
	K103N
	y/y
	76
	86
	88
	125
	60
	suppression
	not sequenced

	
	
	
	
	
	
	
	E138A*
	y/y
	--
	--
	--
	--
	
	
	

	30027
	yes
	no
	32,255
	d4T+3TC+EFV
	 
	d4T+3TC+EFV
	K103N
	n/n
	3
	wt
	7
	0
	90
	suppression
	not sequenced

	
	
	
	
	
	
	
	Y181C
	n/n
	0
	wt
	4
	0
	
	
	

	97656
	yes
	no
	86,160
	d4T+3TC+NVP
	 
	d4T+3TC+NVP
	M184I†
	n/--
	6
	--
	--
	0
	50
	suppression
	not sequenced

	45053
	yes
	no
	4,647
	d4T+3TC+NVP
	 
	TDF+3TC+NVP
	K103N†
	n/--
	1
	wt
	wt
	0
	60
	suppresion
	not sequenced

	22457
	yes
	no
	546,552
	d4T+3TC+NVP
	 
	d4T+3TC+NVP
	M184I†
	n/--
	6
	--
	--
	--
	50
	suppression
	not sequenced

	28490
	yes
	no
	246
	ZDV+3TC+EFV
	 
	ZDV+3TC+EFV
	M184Vc
	n/--
	35
	wt
	wt
	0
	50
	suppression
	not sequenced

	33658
	yes
	yes
	2,156
	d4T+3TC+NVP
	 
	d4T+3TC+NVP
	M184I†
	n/--
	3
	--
	--
	--
	50
	suppression
	not sequenced

	37915
	yes
	yes
	71,974
	d4T+3TC+NVP
	 
	d4T+3TC+NVP
	K103N
	n/n
	3
	2
	7
	1K
	120
	suppression
	not sequenced

	
	
	
	
	
	
	
	G190A†
	n/n
	3
	wt
	wt
	0
	
	
	

	99051
	yes
	yes
	3964
	ZDV+3TC+NVP
	 
	ZDV+3TC+NVP
	K103T†
	n/--
	2
	--
	--
	--
	90
	suppression
	not sequenced

	
	
	
	
	
	
	
	M230I
	y/--
	14
	--
	--
	--
	
	
	

	† DRM detected by NGS but not CS or OLA.
	
	
	
	
	
	
	
	
	
	
	
	

	* DRM detected by CS that OLA or NGS did not test.
	
	
	
	
	
	
	
	
	
	
	
	

	-- mutant codon unable to be assessed by this method, or compartment not assayed by CS
	
	
	
	
	
	
	
	
	

	Bold Type: DRMs show no evidence of hypermutation and confer Stanford score ≥10, included in analysis of risk of VF.
	
	
	
	
	
	
	
	

	a mutation detected in plasma by CS but not in PBMC by NGS.
	
	
	
	
	
	
	
	
	
	
	

	b mutation detected in PBMC by CS and NGS, but not by OLA or in plasma by CS.
	
	
	
	
	
	
	
	
	
	

	c mutation was detected by NGS at frequency of 35% but not by OLA or CS; upon further examination the occurence of negative PCR in 2 of 5 PCR performed to pool for NGS, and finding of WT by all other assays suggests the M184V may represent a PCR  error in 1 of the 3 (+) reactions performed on DNA aliquots with 1 or few viral templates; this participant has been considered WT in analyses

	Abbreviations: OLA=oligonucleotide ligation assay, CS=consensus sequencing; NGS=next-generation sequencing; sdNVP=single-dose nevirapine; ZDV=zidovudine; 3TC=lamivudine; d4T=stavudine; EFV=efavirenz; ART=antiretroviral therapy; DRM=drug-resistance mutation; PBMC=peripheral blood mononuclear cells; VF=virologic failure
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