	Additive models
	HIV
	HC
	P
	OR

(95%CI)

	Recife
	
	
	
	

	T-G + G
	16/270

(0.06)
	34/270

(0.13)
	0.011
	0.44

(0.22-0.84)

	T-G + G/G
	4/24

(0.17)
	16/58

(0.28)
	0.40
	0.53

(0.11-1.94)

	Sao Paulo
	
	
	
	

	A-A + G
	72/384

(0.19)
	89/384

(0.23)
	0.156
	0.77

(0.53-1.10)

	A-G + G
	24/384

(0.06)
	5/384

(0.01)
	4exp-4
	5.0

(1.90-17.11)

	A-A + G/G
	36/66

(0.55)
	42/84

(0.50)
	0.624
	1.20

(0.60-2.41)

	A-G + G/G
	14/66

(0.21)
	0
	nc
	Nc

	Trieste
	
	
	
	

	T-A + G
	4/384

(0.01)
	14/384

(0.04)
	0.029
	0.28

(0.07- 0.90)

	T-A + G/G
	1/68

(0.01)
	6/78

(0.08)
	0.122
	0.18

(0.00- 1.55)


Supplemental Digital Content 1 – Table 1. Frequencies of NLRP1 haplotypes (rs12150220A>T-rs2670660A>G) combined with the disease associated NLRP3 rs10754558 G allele or G/G genotype in HIV+ subjects and healthy controls from Recife, Sao Paulo and Trieste. Only NLRP1 haplotypes gaving significant results in the association study (p<0.05) were analyzed for an additive effect on the HIV infection associated NLRP3 rs10754558 SNP.
