Supplement Figure 1. Flowchart of the selection of study population (n=7,289) from the source population
(n=38,600). The main track represents the selection of the patients in the primary analyses, and the derivative
track represents the selection of the patients in the sensitivity analyses.
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Ipatients were excluded in this step mostly due to missing albumin data.

20nly one patient in Kaiser Permanente Mid-Atlantic States (KPMAS) Cohort was eligible so we chose to exclude the patient.




