Supplementary Table 1. The eQTL effects of the FGR-associated SNPs in various tissues/organs related to FGR pathophysiology* 
	SNP

(ref/alt alleles)
	Gene
	(
	P
	Tissues/organs 

	rs1805087

MTR
(A/G)
	MTR
	0.20
	3.8e-9
	Muscle - Skeletal

	
	MTR
	0.25
	3.3e-7
	Brain - 

	
	MTR
	0.27
	4.9e-7
	Brain - Frontal Cortex (BA9)

	rs1801394

MTRR
(A/G)
	MTRR
	-0.46
	2.7e-17
	Brain - Caudate (basal ganglia)

	
	MTRR
	-0.50
	3.3e-17
	Brain - Frontal Cortex (BA9)

	
	MTRR
	-0.62
	1.3e-15
	Cells - EBV-transformed lymphocytes

	
	MTRR
	-0.43
	1.7e-14
	Brain - Cortex

	
	MTRR
	-0.47
	1.8e-14
	Brain - Nucleus accumbens (basal ganglia)

	
	MTRR
	-0.56
	7.7e-13
	Brain - Anterior cingulate cortex (BA24)

	
	MTRR
	-0.19
	6.6e-12
	Adipose - Visceral (Omentum)

	
	MTRR
	-0.40
	1.8e-11
	Brain - Hypothalamus

	
	MTRR
	-0.39
	9.5e-11
	Brain - Amygdala

	
	MTRR
	-0.34
	3.6e-10
	Brain - Putamen (basal ganglia)

	
	MTRR
	-0.26
	4.6e-9
	Brain - Hippocampus

	
	MTRR
	-0.16
	2.2e-8
	Adipose - Subcutaneous

	
	MTRR
	-0.42
	5.5e-7
	Ovary

	rs1979277

SHMT1
(G/A)
	SHMT1
	0.54
	4.7e-47
	Cells - Cultured fibroblasts

	
	SHMT1
	0.35
	2.8e-24
	Muscle - Skeletal

	
	SHMT1
	0.30
	4.5e-22
	Thyroid

	
	SHMT1
	0.40
	8.8e-21
	Artery - Aorta

	
	ALKBH5
	0.26
	6.0e-18
	Cells - Cultured fibroblasts

	
	SHMT1
	0.51
	7.2e-18
	Pancreas

	
	ALKBH5
	0.19
	8.7e-18
	Muscle - Skeletal

	
	SHMT1
	0.31
	1.2e-15
	Whole Blood

	
	ALKBH5
	0.28
	3.2e-15
	Adipose - Subcutaneous

	
	SHMT1
	0.50
	3.0e-13
	Adrenal Gland

	
	CTD-2303H24.2
	-0.41
	4.8e-13
	Muscle - Skeletal

	
	USP32P2
	-0.39
	1.8e-12
	Muscle - Skeletal

	
	TOP3A
	-0.31
	5.8e-12
	Artery - Aorta

	
	FAM106A
	-0.38
	1.5e-11
	Muscle - Skeletal

	
	SMCR8
	0.098
	2.4e-11
	Whole Blood

	
	ALKBH5
	0.22
	4.0e-11
	Artery - Aorta

	
	CTD-2303H24.2
	-0.33
	1.1e-10
	Whole Blood

	
	USP32P2
	-0.34
	3.3e-10
	Whole Blood

	
	CTD-2303H24.2
	-0.40
	4.7e-10
	Adipose - Subcutaneous

	
	ALKBH5
	0.18
	9.7e-10
	Thyroid

	
	USP32P2
	-0.49
	1.2e-9
	Breast - Mammary Tissue

	
	USP32P2
	-0.39
	1.2e-9
	Thyroid

	
	LLGL1
	0.17
	1.5e-9
	Muscle - Skeletal

	
	USP32P2
	-0.39
	1.7e-9
	Adipose - Subcutaneous

	
	USP32P2
	-0.45
	1.7e-9
	Adipose - Visceral (Omentum)

	
	FAM106A
	-0.38
	1.8e-9
	Adipose - Subcutaneous

	
	FAM106A
	-0.38
	1.9e-9
	Thyroid

	
	LGALS9C
	-0.30
	2.2e-9
	Whole Blood

	
	CTD-2303H24.2
	-0.49
	2.7e-9
	Breast - Mammary Tissue

	
	SHMT1
	0.34
	3.3e-9
	Pituitary

	
	CTD-2303H24.2
	-0.38
	3.3e-9
	Thyroid

	
	FAM106A
	-0.48
	4.8e-9
	Breast - Mammary Tissue

	
	TOP3A
	-0.12
	6.0e-9
	Whole Blood

	
	CTD-2303H24.2
	-0.44
	6.6e-9
	Adipose - Visceral (Omentum)

	
	FAM106A
	-0.38
	9.1e-9
	Cells - Cultured fibroblasts

	
	SHMT1
	0.43
	1.0e-8
	Cells - EBV-transformed lymphocytes

	
	ALKBH5
	0.23
	1.3e-8
	Adipose - Visceral (Omentum)

	
	FAM106A
	-0.42
	2.1e-8
	Adipose - Visceral (Omentum)

	
	CTD-2303H24.2
	-0.36
	9.5e-8
	Cells - Cultured fibroblasts

	
	USP32P2
	-0.36
	3.9e-7
	Cells - Cultured fibroblasts

	
	TOP3A
	-0.23
	4.8e-7
	Thyroid

	
	SHMT1
	0.11
	8.5e-7
	Adipose - Subcutaneous

	
	TOP3A
	-0.16
	0.0000015
	Muscle - Skeletal

	
	NOS2P2
	-0.25
	0.0000015
	Testis

	
	FAM106A
	-0.24
	0.0000018
	Whole Blood

	
	CTD-2303H24.2
	-0.38
	0.0000018
	Artery - Aorta

	
	SHMT1
	0.36
	0.0000083
	Ovary

	
	ALKBH5
	0.48
	0.0000091
	Brain - Substantia nigra

	
	SMCR8
	0.19
	0.000011
	Brain - Frontal Cortex (BA9)

	
	SMCR8
	0.31
	0.000011
	Liver

	
	ALKBH5
	0.30
	0.000013
	Brain - Hippocampus

	
	ALKBH5
	0.28
	0.000013
	Brain - Caudate (basal ganglia)

	
	CTD-2303H24.2
	-0.45
	0.000014
	Brain - Nucleus accumbens (basal ganglia)

	
	TOP3A
	-0.21
	0.000014
	Breast - Mammary Tissue

	
	SHMT1
	0.30
	0.000019
	Brain - Caudate (basal ganglia)

	
	USP32P2
	-0.34
	0.000020
	Artery - Aorta

	
	FAM106A
	-0.32
	0.000039
	Artery - Aorta

	
	ALKBH5
	0.17
	0.000061
	Breast - Mammary Tissue

	
	TOP3A
	-0.14
	0.000067
	Adipose - Subcutaneous

	
	FOXO3B
	0.17
	0.000089
	Muscle - Skeletal

	
	MIEF2
	0.080
	0.00018
	Muscle - Skeletal

	rs2790

TYMS
(A/G)
	ENOSF1
	-0.49
	2.3e-29
	Muscle - Skeletal

	
	ENOSF1
	0.29
	1.7e-15
	Cells - Cultured fibroblasts

	
	RP11-806L2.6
	0.40
	4.0e-11
	Thyroid

	
	ENOSF1
	-0.26
	8.1e-11
	Adipose - Subcutaneous

	
	ENOSF1
	0.43
	5.3e-9
	Adrenal Gland

	
	RP11-806L2.6
	0.35
	1.7e-8
	Adipose - Subcutaneous

	
	RP11-806L2.6
	0.51
	0.0000016
	Adrenal Gland


* In silico data according to the GTExConsortium atlas (http://www.gtexportal.org/) (р░<░8.0E5, FDR≤0.05)
